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Figure S1. Log10 fold change in FHV RNA expression over time following infection 
with virus particles isolated from FHV-infected bees. Expression of FHV RNA1 was 
measured and presented as the log10 mean fold change (RQ ± RQmax/RQmin) relative 
to the amount of virus present at the time of infection. Time points represent 3 or 4 
technical replicates of a pooled sample of 6 bees. 

 

 

 



Figure S2. Honey bee survival following pinacidil treatment and subsequent 
infection with 1.5 x 107 pfu of FHV/bee. Data presented as Kaplan-Meier survival curves 
with points representing mean values ± standard error for 150 bees (6 replicate groups 
of 25 adult bees). Bees receiving pinacidil experienced significantly lower mortality than 
untreated bees (Kaplan-Meier log-rank test; P < 0.0001). Data analyzed using GraphPad 
Prism 7 software. 

 

 

 

 



Figure S3. Honey bee survival following tolbutamide treatment and subsequent 
infection with 1.5 x 105 pfu of FHV/bee. Data presented as Kaplan-Meier survival curves 
with points representing mean values ± standard error for 150 bees (6 replicate groups 
of 25 adult bees). Bees receiving tolbutamide experienced significantly higher mortality 
than untreated bees (Kaplan-Meier log-rank test; P < 0.0001). Data analyzed using 
GraphPad Prism 7 software. 

 

 

 

 

 

 

 

 

 

 



 

Figure S4. Log10 fold change in DWV RNA expression over time following pinacidil 
or tolbutamide treatment and infection with 1.5 x 106 pfu of FHV/bee. Expression of 
DWV RNA was measured and presented as the log10 mean fold change (RQ ± 
RQmax/RQmin) relative to the amount of virus present at the time of infection. Time points 
represent 3 technical replicates of a pooled sample of 6 bees. 

 

 

 

 


