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Supplementary Tables 

Supplementary Table S1. The functional annotation results of 244,190 unigenes in 

pak choi. 

Supplementary Table S2. Identification and quantification of ROS-mediated related 

genes in Baiyewuyueman and Kuishan’aijiaoheiye. 

Supplementary Table S3. A summary of nine ROS- mediated related gene 

expression patterns in Baiyewuyueman and Kuishan’aijiaoheiye. 

Supplementary Table S4A. The DEGs involved in ROS scavenging mechanism in 

two pakchoi cultivars under Cd exposure. 

Supplementary Table S4B. The analysis results of DEGs involved in ROS 

scavenging mechanism in two cultivars under Cd exposure. 

Supplementary Table S5. A summary of the assembled unigenes encoding 

transcription factors in Baiyewuyueman and Kuishan’aijiaoheiye. 

Supplementary Table S6. The DEGs encoding transcription factors in two pakchoi 

cultivars under Cd exposure. 

Supplementary Table S7. The specific primer sequences of 12 ROS 

scavenging-related DEGs validated by RT-qPCR analysis. 

 


