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Supplementary Figure S1. The biosynthesis pathway of tanshinones and phenolic acids. (A, Tanshinones biosynthesis pathway; B, Phenolic acids biosynthesis pathway)




[image: Supplementary Figure-S2]
Supplementary Figure S2. Summary of unigenes involved in the biosynthesis of tanshinones and phenolic acids induced by MeJA and YE. 
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Supplementary Figure S3. qRT-PCR validation of differently expressed genes involved in the biosynthesis of phenolic acids in RNA-seq dataset  
          
[image: Supplementary Figure-S4]
Supplementary Figure S4. Phylogenetic analysis of the P450s which co-expressed with genes involved in the biosynthesis of tanshniones. (red solid circle, denotes cytochrome CYP76 clan; blue solid square, denotes cytochrome CYP85 clan; pink solid triangle, denotes cytochrome CYP71 clan)
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Supplementary Figure S5. Phylogenetic analysis of the P450s which co-expressed with genes involved in the biosynthesis of phenolic acids. (red solid circle, denotes cytochrome CYP76 clan; blue solid square, denotes cytochrome CYP85 clan; pink solid triangle, denotes cytochrome CYP71 clan)
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Supplementary Figure S6. Summary of top 25 transcription factor families in S.miltiorrhiza transcripts
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