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Supplementary Figure 1. H2A.Z (Htz1) mutants do not show defective transcript levels.  

RT-PCR of mRNA isolated from various H2A.Z point mutants show that the point mutants show 

almost wild-type levels of H2A.Z transcripts. Act1 acts as the loading control.  

 

 
 
  



Supplementary	Figure	2.	H2A.Z	(Htz1)	levels	in	single	and	double	mutants	of	Nap1	and	Chz1.	

(a)	 Chromatin	 association	 of	 H2A.Z	 for	 the	 indicated	 strains	 as	 described	 in	 materials	 and	

methods.	(b)	Relative	quantitation	of	H2A.Z	levels	on	chromatin	as	shown	from	the	immunoblot	

in	a.	
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Supplementary	Figure	3.	Pairwise	potential	used	in	DMD	to	impose	NMR	constraints.	

 
 
 
  



Supplementary Table 1: List of yeast strains and genotypes used in these studies 

 

Strain Experiment Genotype Source 

BY4741 Endogenous H2A.Z expression 
levels MATa (his3-D1 leu2-D0 met15-D0 ura3-D0) Open 

Biosystems 

YMP050 htz1D in BY4741 background MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
htz1D::KanMX4) 

Open 
Biosystems 

YMP295 nap1D in BY4741 background MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
nap1D::KanMX4) 

Open 
Biosystems 

YMP211 chz1D in BY4741 background MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
chz1D::KanMX4) 

Open 
Biosystems 

RDY420 nap1D nap1D in BY4741 
background 

MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
nap1D::KanMX4 chz1D::natNT2) 

This study 

YMP179 swr1D in BY4741 background MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
swr1D::KanMX4) 

Open 
Biosystems 

YMP213 htz1D in CHZ1-TAP tagged  
background (Open Biosystems) 

MATa his3-D1 leu2-D0 met15-D0 ura3-D0 
CHZ1-TAP htz1D::kanMX4 

This study 

YMP216 htz1D in NAP1-TAP tagged  
background (Open Biosystems) 

MATa his3-D1 leu2-D0 met15-D0 ura3-D0 
NAP1-TAP htz1D::kanMX4 

This study 

YMP065 htz1D in BY4741 background 
covered with plasmid pMP008 

Isogenic to YMP050, plus pMP008 (CEN6 
URA HTZ1) 

This study 

YMP286 HTZ1 L93T in h2a.zD background Isogenic to YMP050, plus pMP115 (CEN6 
URA HTZ1 L93T) 

This study 

YMP287 HTZ1 Y65K in h2a.zD background Isogenic to YMP050, plus pMP116 (CEN6 
URA HTZ1Y65K) 

This study 

YMP288 HTZ1 R48D in h2a.zD background Isogenic to YMP050, plus pMP117 (CEN6 
URA HTZ1 R48D)  

This study 

YMP289 HTZ1 R39D in h2a.zD background Isogenic to YMP050, plus pMP119 (CEN6 
URA HTZ1 R39D) 

This study 

YMP290 HTZ1 D98K in h2a.zD background Isogenic to YMP050, plus pMP120 (CEN6 
URA HTZ1 D98K) 

This study 



YMP291 HTZ1 S53L in h2a.zD background Isogenic to YMP050, plus pMP121 (CEN6 
URA HTZ1 S53L) 

This study 

YMP292 HTZ1 N76Min h2a.zD background Isogenic to YMP050, plus pMP122 (CEN6 
URA HTZ1 N76M) 

This study 

YMP300 nap1D and htz1D double deletion MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
nap1D::KanMX4 htz1D::NatMX) 

This study 

YMP301 chz1D and htz1D double deletion MATa (his3-D1 leu2-D0 met15-D0 ura3-D0; 
swc2D::KanMX4 htz1D::NatMX) 

This study 

YMP307 Wild-type control for TAP-Tagged 
pulldown of Chz1 

Isogenic to YMP213, plus pMP008 (CEN6 
URA H2A.Z) 

This study 

YMP308 HTZ1 L93T for TAP-Tagged 
pulldown of Chz1 

Isogenic to YMP213, plus pMP115 (CEN6 
URA HTZ1 L93T) 

This study 

YMP310 HTZ1 R48D for TAP-Tagged 
pulldown of Chz1 

Isogenic to YMP213, plus pMP117 (CEN6 
URA HTZ1 R48D) 

This study 

YMP311 HTZ1 R39D for TAP-Tagged 
pulldown of Chz1 

Isogenic to YMP213, plus pMP119 (CEN6 
URA HTZ1 R39D) 

This study 

YMP313 HTZ1 S53L for TAP-Tagged 
pulldown of Chz1 

Isogenic to YMP213, plus pMP121 (CEN6 
URA HTZ1 S53L) 

This study 

YMP316 Wild-type control for TAP-Tagged 
pulldown of Nap1 

Isogenic to YMP216, plus pMP008 (CEN6 
URA H2A.Z) 

This study 

YMP317 HTZ1 L93T for TAP-Tagged 
pulldown of Nap1 

Isogenic to YMP216, plus pMP115 (CEN6 
URA HTZ1 L93T) 

This study 

YMP319 HTZ1 R48D for TAP-Tagged 
pulldown of Nap1 

Isogenic to YMP216, plus pMP117 (CEN6 
URA HTZ1 R48D) 

This study 

YMP320 HTZ1 R39D for TAP-Tagged 
pulldown of Nap1 

Isogenic to YMP216, plus pMP119 (CEN6 
URA HTZ1 R39D) 

This study 

YMP322 HTZ1 S53L for TAP-Tagged 
pulldown of Nap1 

Isogenic to YMP216, plus pMP121 (CEN6 
URA HTZ1 S53L) 

This study 

YMP323 HTZ1 N76M for TAP-Tagged 
pulldown of Nap1 

Isogenic to YMP216, plus pMP122 (CEN6 
URA HTZ1 N76M) 

This study 

 

 


