Genome sequencing reveals metabolic and cellular interdependence in an amoeba-kinetoplastid symbiosis
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Supplementary Table S2.5.1. Select peroxin proteins identified in the nuclear genomes of Perkinsela sp. and its host, Paramoeba pemaquidensis.
	Protein
	Function
	Perkinsela sp. (endosymbiont)
	P. pemaquidensis 

(host)

	Pex1
	ATPase, receptor export
	+
	+

	Pex2
	Receptor export (ubiquitination)
	+
	+

	Pex3
	PMP receptor docking
	nd
	+

	Pex4
	Ubiquitin conjugation (export)
	+
	nd

	Pex5
	PTS1 receptor
	+
	+

	Pex6
	ATPase, receptor export
	+
	+

	Pex7
	PTS2 receptor
	+
	+

	Pex10
	Receptor export (ubiquitination)
	+
	+

	Pex11
	Peroxisome division
	+
	+

	Pex12
	Receptor export (ubiquitination)
	+
	+

	Pex13
	Receptor docking 
	?
	nd

	Pex14
	Receptor docking 
	+
	+

	Pex16
	PMP membrane insertion
	nd
	+

	Pex19
	PMP receptor
	nd
	+


Abbreviations: Pex, peroxin; PTS1/2, peroxisomal targeting signal 1 or 2; PMP peroxisomal membrane protein; +, detected; ?, unclear; nd, not detected.

