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Figure S1. Illustration of principal component analysis plots as validation tools for batch effect removal. Plot of principal components: (A) before batch effect removal in DLGG vs. NG, (B) after batch effect removal in DLGG vs. NG (using Combat method), (C) before batch effect removal in A vs. OD, (D) after batch effect removal in A vs. OD (using Combat method). Each colour represents one dataset. Abbreviations: DLGG, diffuse low-grade glioma; NG, non-glioma; A, astrocytoma; OD, oligodendroglioma. 
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Figure S2. Kaplan-Meier estimates of overall survival of patients with grade II gliomas. Kaplan-Meier survival curves of : (a-c) the top 3 upregulated DEGs in DLGG vs. NG, (d-f) the top 3 downregulated DEGs in DLGG vs. NG, (g-i) the top 3 upregulated DEGs in A vs. OD, (j-l) the top 3 downregulated DEGs in A vs. OD. Red lines represent the high expression of DEGs and green lines represent the low expression of DEGs. The tick marks on the Kaplan-Meier survival curves represent the censored subjects. Abbreviations: DEG, differentially expressed gene; DLGG, diffuse low-grade glioma; NG, non-glioma; A, astrocytoma; OD, oligodendroglioma.
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Figure S3. Validation of the six DEGs expression by qPCR in low-grade Hs683 glioma cells and normal human glial HEB cells. *** indicates p-value < 0.0001, ** indicates p-value < 0.01, * indicates p-value < 0.05, values of p were calculated using one-way ANOVA. Abbreviations: qPCR, quantitative real-time polymerase chain reaction; DEG, differentially expressed gene.
