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SUPPLEMENTARY TABLES
The following tables provide the data used to generate the graphs from figure 3, 4 and 6:

Supplementary Table 1 - Mass spectrometry analysis of the immunoprecipitation of the different
NudCD1 isoforms. The first table includes the protein identification data for the replicate
experiments for isoforms 1, 2 and 3. The tables Isol, Iso2 and Iso3 include the data for the protein
identified interacting with each isoforms, including the average ratio of enrichment over the
control, as well as the number of peptides identified, the q value and the Andromeda search engine
scores. The tables Peptides include all the peptide information for each of the identified proteins,

including their ratio of enrichment for each of the replicates.

Supplementary Table 2 - Mass spectrometry analysis of the immunoprecipitation of DHX15. The
first table includes the protein identification data for the DHX15 experiments. The table DHX15
includes the data for the protein identified interacting with DHX135, including the average ratio of
enrichment over the control, as well as the number of peptides identified, the intensities, the q

value and the Andromeda search engine scores.

The complete data, including the raw files and all extracted peptides information can be found at
the ProteomeXchange Consortium (http://proteomecentral.proteomexchange.org) via the PRIDE

partner repository with the dataset identifier PXD005493.



