Shaping the evolutionary tree of green plants: evidence from the GST family
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Supplementary Figure 1: InterProScan results of Micromonas pusilla (213211) GST sequence.
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Supplementary Figure S2: Phylogenetic tree of GSTs from class Tau of B. oleracea (white), A. thaliana (yellow), V. vinifera (blue) and S. lycopersicum (red). The branches indicate the possible different subclasses, according to the color reported in the corresponding legend. Bootstrap values are also indicated.
