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Uncentred Pearson’s correlation coefficient

An alternative to the usual Pearson’s correlation coefficient used to compare triad significance profiles
in the main text (Equation 3) is to use the uncentred Pearson’s correlation coefficient[1] defined as
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We performed our analysis of comparisons between food web TSPs using this alternative measure and
our findings are summarized in Figures 1 and 2. We note that the results are largely unchanged when
using this alternative similarity metric.

0.14 1.35

Incoherence q

1
5

10

15

20

25

30

35

40

45

F
o
o
d
w
eb

ID

0.14 1.35

Incoherence q

−0.6

−0.3

0.0

0.3

0.6

0.9

ru

−0.025

0.000

0.025

0.050

0.075

r
−
ru

Figure 1: Uncentred Pearson’s correlation coefficient of the triad significance profiles (left)
and the difference between Pearson’s r and uncentred ru (right). We note that the results are
qualitatively identical to results obtained using the usual Pearson’s r (left). The difference between the
two metrics is an order of magnitude smaller than the measured correlations (right).
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Figure 2: Comparison of the predictive power of the centred and the uncentred Pearson’s r.
We do not observe major discrepancies between results using the uncentred Pearson’s ru over the usual
Pearson’s r.
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