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Suppl. Fig. 1. Synteny at the SMG1, SMG8 and SMG loci from various plant species.

(A) Top: Collinear regions for the SMG locus. Loci from Arabidopsis lyrata, Arabidopsis thaliana, Capsella
rubella, castor bean and tomato are shown.

Bottom: Regions of the A. thaliana and C. rubella genomes from which the SMG1 gene has been lost.
Remnants of the SMG1 can be found within these regions in both species.

(8) Collinear regions for the SMG8 locus. Loci from Arabidopsis lyrata, Arabidopsis thaliana, Cajanus cajan,
castor bean and potato are shown.

() Top: Collinear regions for the SMG locus. Loci from Arabidopsis lyrata, Arabidopsis thaliana, strawberry
and castor bean are shown.

Bottom: Region of the A. thaliana genome from which the SMGS gene has been lost. A remnant of SMG9 can
be found within this region that has the potential to encode the C-terminal 117aa of the 372aa SMGO peptide
(based on the A. lyrata protein).

Gene repertoire and orientation are shown by block arrows for each species, and vertical lines link syntenic
genes. Black circles represent non-syntenic genes. Chromosome designations and gene identifiers are shown
(from annotations in the Plant Genome Duplication Database; http://chibba.agtec.uga.edu/duplication/).
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