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Supplemental Figures about GUI

S1. Home-developed Matlab-based GUI software for post-processing 4D MEEP-COSI: The
figure below shows the main window of the EPCOSI/MEEPCQOSI GUI.
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Processed outputs will appear in the Data section and can be archived using the Data to ‘Save’
commands. In addition, spatial and time plots can be generated according to the entered
Parameters. 2-D contour plots for metabolite concentration can be created for any given voxel at
coordinate X, Y (found in Parameters section) using the 2-Dimensional Plot option (S3-A). The
Multi-Voxel Display generates 2-D contour plots for all voxels from Xmin to Xmax and Ymin to
Ymax. This allows side-by-side comparison of specific peaks, which can be further refined

through the Settings button (S3-B).



S2. Peak Integration window of the GUI software. The Peak Integration feature extracts metabolite

concentration data based upon the 2-D plot. For each peak selected, the GUI will sum all data
points within a set coordinate range representative for the given metabolite and output the values

to a spreadsheet.
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S3. A) The spectrum below was generated using the 2-Dimensional Plot option. B - The

Multivoxel Settings window allows users to select specific metabolite peaks by setting the ranges

(F1,F2 from 2-D plot) desired. The ensuing multivoxel plot will display the specified ranges for

each voxel within the X-Y ranges set in the Multi-Voxel Display portion of the main window.
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