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Supplementary Figure 1 Electrophoresis of I/VP cDNA clones. (a) 1: RT-PCR products of the
1IVP fragment; (b) 2: 3' RACE product of the //VP gene; (c) 3: 5" RACE product of the //VP gene;

(d) 4, 5: PCR product of the full-length //V'P gene.
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Supplementary Figure 2 a. Northern blot analysis of //V/P-transgenic tobacco plants. Lines 4, 6,
9, 10, 12, 18, 3, and 24 and WT correspond to individual transgenic tobacco lines and the wild
type, respectively. b. Southern blot analysis of //VP-transgenic tobacco plants. Lines P (positive
control) 4, 6, 10, 14, 18 and WT correspond to individual transgenic tobacco lines and the wild

type, respectively. ¢. Western blot analysis of IIVP protein in WT and transgenic tobacco lines (T4

and T18) under 200 mM NaCl treatment for 10 d, respectively.



Supplementary Table 1 Primer sequences used in the experiments

Primer Sequence (5°-3)
P1 TATGGTGATGAYTGGGAAGG
P2 GCAATRCCWCCAGCATTRTCA
P3 CAACATCAGCAGCTTTAGTGTAGATA
P4 TATGGCCCCATCAGTGACAATGCT
P5 TCCCCCGGGATGGTGGCGGCGATGCT
P6 CGAGCTCTTAGAAGATCTTGAAGAGGATGCC
P7 CGAACTGACTGCTATGATGTACCC
P8 CCAACTAACAACCGCAATACCA
Al TATTGTGCTGGATTCTGGTGATG
A2 GGAGGATAGCATGGGGAAGAG




