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Legends:

Supplemental Figure 1: LIPS analysis of autoantibodies against other TRIM proteins.

Autoantibody levels against additional TRIM proteins including (a) TRIM5, (b) TRIM13, (c) TRIM15, (d)
TRIM31, (e) TRIM39, and (f) TRIM68 were examined in the SS cohort by LIPS. Each dot represents an
individual subject and the geometric mean of the antibody levels in control and SS group is shown by the
horizontal bar. The dotted line is the cutoff value for each antigen based on the control group. P values were
calculated using the Mann-Whitney U test.

Supplemental Fig. 2: Alignment of human and murine Ro52 orthologs.

The amino acid sequences for human and murine Ro52 proteins show minimal contiguous homology. Similar
amino resides shared by both proteins are denoted by the plus sign. Note the lack of contiguous identical
amino acids stretches greater than seven amino acid residues.

Supplemental Fig.3: LIPS analysis of autoantibodies Ro60 and La.

Autoantibody levels against Ro60 and La were examined in the SS cohort by LIPS. Each dot represents an
individual subject and the geometric mean of the antibody levels in control and SS group is shown by the
horizontal bar. P values were calculated using the Mann-Whitney U test.

Supplemental Fig. 4: Schematic of the different Ro52 deletion and point mutants used in this study.
The human Ro52 protein is composed of 475 amino acid residues. The N-terminus of Ro52 contains the
ubiquitin ligase domain and leucine zipper region. The C-terminus contains the immunoglobulin-binding
region.

Suppl. Table 1 Identification of Ro52-Coregulated Genes by SEEK analysis

Suppl. Table 2 Characterization of TRIM38 immunoreactivity in Ro52-TRIM38 Copositive Sera

Suppl. Table 3. Demographics of the Cohort of Normal Volunteers and subjects with SS



Supplemental Fig. 1
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Supplemental Fig. 2
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Supplemental Fig. 3
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Supplemental Fig. 4
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Supplemental Table 1

Gene |Rank by SEEK Analysis SEEK Score
IRF1 1 3.02
PSMBSY 2 295
PSMBS 3 291
SAMDSL 4 291
FARP14 3 2.86
TAP2 8] 277
DTX3L 7 277
UBAT 3 277
SP100 9 276
IFI35 10 274
NLRC5 11 273
ZNFX1 12 273

PLSCRA1 13 269
NMI 14 265
PSMB10 15 264
TRIM38 16 264
TAP1 17 264
DDX60L 18 263
MLKL 19 262
CTSS 20 262
SP110 21 260
TAPBP 22 260

PARPY 23 259
HLAE 24 2.59
TRIM22 25 2.56
RTP4 26 2.54
STATE 27 254
PSME1 28 253
RNF213 29 252
PML 30 252




Supplemental Table 2

Serum Ro32 Ro32
sample Competition Competition
With Ruc-Ro52 | With Ruc-TRIM38
(% remaining) (%6 remaining)
41 0.08 0.44
47 0.18 0.20
30 0.06 0.41
44 0.04 0.23
45 0.00 0.54
48 0.01 0.28

Competition experiments were performed essentially as described using LIPS tube assay (Burbelo et al., 2005).
Diluted sera (1:300) was incubated with either 80 ul of control extract or Myc-tagged Ro52 extract as competitors
for 30 min before adding either the Renilla luciferase-Ro52 fusion extract or Renilla luciferase-TRIM38 extract (1
million LU input). After an additional 30 min, protein A/G beads were added and processed by the LIPS tube
assay. Background light units (beads plus extract but no sera) were subtracted before calculating the percent
autoantibody activity remaining. As shown, competitor Myc-Ro52 efficiently competed the Ruc-Ro052 signal, but
only partially competed away the Ruc-TRIM38 signal in the serum samples.



Supplemental Table 3

Healthy Volunteers Subjects with
Sjogren’s

N=20 Syndrome

M=57
Percent Females/males BO%%,/20% 9B%,/ 2%

Age, years (mean, + 50) 471+132 608 x121

Ethnicity WHITE 10 {50%) 41 {72%)
AFRICAN B (40%) 7 (13%)
ASIAN 2 (10%) 6 (10%)
UNSPECIFIED 0{5.3%) 3 (5%)



