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	Name
	Primer sequence
	Restriction site

	TcWRKY8F
	CCCGGGATGGCAGGCCAGCAGCCT
	Sma I

	TcWRKY8R
	GAGCTCTTATTTGCGCATTCCCGGT
	Sac I

	TcWRKY20F
	ACTAGTATGGAGATAGGGGAGGGGAAA
	Spe I

	TcWRKY20R
	GGTNACCCTAAAAAGGATCGCTTCTCTCAA
	BstE II

	TcWRKY26F
	GGATCCATGGAGGGCGGAAACAATGTTA
	BamH I

	TcWRKY26R
	GAGCTCTCAAGGGCCCATAAGTAATCT
	Sac I

	TcWRKY41F
	GGATCCATGGGAACCTGGTGCG
	BamH I

	TcWRKY41R
	GAGCTCTCATGAATTGGGCATTT
	Sac I

	TcWRKY44F
	ACTAGTATGTTAAGGAACAATTCCTA
	Spe I

	TcWRKY44R
	GGTNACCTTAAGTATGCATTACAAGAT
	BstE II

	TcWRKY47F
	CCCGGGATGGACCAATGCAAAAAT
	Sma I

	TcWRKY47R
	GAGCTCTTAGCTACACATACCTT
	Sac I

	TcWRKY52F
	GGATCCATGAAGTCTGCATCTCTCACC
	BamH I

	TcWRKY52R
	GAGCTCTCAAGAAGCAGCTGAAAATAGGA
	Sac I

	dlActinF
	TCCTGCTTTGCTCACT
	

	dlActinR
	CCTCATCACCGACATA
	

	dlTcWRKY8F
	TCTGCTGGAAGACGGGTAT
	

	dlTcWRKY8R
	TGGCATGGATGGGTGC
	

	dlTcWRKY20F
	GGGCTCAGGGTTGTTT
	

	dlTcWRKY20R
	CTCGGCGTTCATTGTT
	

	dlTcWRKY26F
	GGAGACGGCTCAACCA
	

	dlTcWRKY26R
	GCCTGCCAATACCTCG
	

	dlTcWRKY41F
	GCAGAAGGGTCGTGGAA
	

	dlTcWRKY41R
	TCGTGCGAGTGCGTTT
	

	dlTcWRKY44F
	CAGGGTCTTCCAAACAA
	

	dlTcWRKY44R
	AGAGTCCCAGCCATCA
	

	dlTcWRKY47F
	TGAAGACCCAACTATGC
	

	dlTcWRKY47R
	ATGCTGGAAACGGAAG
	

	dlTcWRKY52F
	AACTGCCACCATTACA
	

	dlTcWRKY52R
	GATTCAGAGGGACGAG
	

	dlDBATF
	CATGGCTGACACTGACCTCT
	

	dlDBATR
	CCTGCTCCTAGTCCATCACA
	

	dlT5HF
	GCGCTGCAGAGTTACATTG
	

	dlT5HR
	AGACGATCCTGTTCCTGCTT
	

	dlTcERF12F
	GCGACGGATGGATTTA
	

	dlTcERF12R
	GTTTGGCTCGGCACTT
	

	dlTcERF15F
	CCATCTCCTGCTCGTC
	

	dlTcERF15R
	AACACTGGGTTGGTCTG
	　


Note: The primers names started with dl were used for qRT-PCR. The other primers were used for overexpression vectors, and the restriction sites indicated the restriction enzymes used in vector constructing. BamH I, Sma Iand Sac I were used in pBI121; Spe I and BstE II were used in pCAMBIA1303.



Supplementary datasets legends

Supplementary material file 2 Protein sequences of 61 TcWRKYs
61 protein sequences included full-length and incomplete TcWRKYs. Full-length TcWRKYs were obtained by ORF Finder (https://www.ncbi.nlm.nih.gov/orffinder/), and incomplete sequences were the aligned part after online blastx programme against NR (non-redundant) database (https://blast.ncbi.nlm.nih.gov/Blast.cgi).

