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Supplementary Fig. S1. Haplotyping of pfcrt, dhfr, dhps, and 10 microsatellite loci in 302 Plasmodium falciparum isolates obtained in 2002, 2003, 2010, and 2011. Capital letters denote amino acid residues at positions 72–76 in pfcrt; 50, 51, 59, 108, and 164 in dhfr; and 436, 437, 540, 581, and 613 in dhps; mutations are underlined. Undetermined haplotypes or microsatellites are shown as ND.

	Year
	pfcrt
	dhfr
	dhps
	ARA2
	Pfg377
	TA81
	TA60
	TA1
	TA42
	TA109
	TA87
	2490
	PfPK2

	2002 
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	132 
	87 
	168 
	188 
	163 
	101 
	85 
	170 

	
	CVMNK
	CNCSI
	SAKAA
	75 
	98 
	132 
	87 
	183 
	188 
	163 
	101 
	82 
	170 

	
	SVMNT
	CNCSI
	SAKAA
	72 
	95 
	132 
	87 
	171 
	191 
	163 
	107 
	85 
	185 

	
	SVMNT
	CNRNI
	SAKAA
	78 
	104 
	129 
	84 
	177 
	188 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75/72
	98 
	132/123
	84 
	171 
	188 
	163 
	107 
	85/82
	167 

	
	SVMNT
	CNCSI
	SAKAA
	78 
	95 
	132 
	93 
	180 
	188 
	163 
	107/104
	82 
	176/173

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	132/123
	90 
	186 
	188 
	163 
	101 
	82 
	182/170

	
	SVMNT
	CNRNI
	SAKAA
	81 
	95 
	129/132
	87 
	177 
	188 
	163 
	107/95
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	123/132
	90 
	180 
	188 
	163 
	107/104
	82 
	167 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95/98
	132/117
	87 
	177 
	185 
	163 
	104 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	101/95
	132/120
	87/81
	168/177
	188 
	163/169
	101/107
	85/82
	170/179

	
	CVMNK
	CNRNI
	SAKAA
	72 
	95 
	132/117
	84 
	174 
	ND
	163 
	104/101
	82 
	197 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	95 
	120 
	87 
	168 
	188 
	163 
	107 
	85 
	173 

	
	SVMNT
	CNCSI
	SAKAA
	75 
	98 
	123/132
	78 
	171 
	188 
	163 
	104 
	85 
	185 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95/104
	132 
	87 
	162 
	ND
	163 
	113 
	82/70
	176/173/185

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	126 
	84 
	168 
	188 
	187 
	104 
	88 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	81 
	95 
	129 
	87 
	168 
	188 
	163 
	104 
	82 
	182 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	123 
	87 
	174 
	188 
	163 
	104 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	129 
	84 
	177 
	188 
	163 
	104 
	82 
	173 

	
	SVMNT
	CNCSI
	SAKAA
	69 
	104 
	117 
	90 
	174 
	191 
	163 
	101 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	117 
	87 
	171 
	188 
	163 
	101 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	84 
	101 
	132/129
	87 
	171 
	188 
	163 
	101 
	82 
	173 

	
	SVMNT
	CNCSI
	SAKAA
	69 
	98 
	120 
	81 
	168 
	188 
	163 
	110 
	82 
	170 

	
	SVMNT
	CNCSI
	SAKAA
	72 
	95 
	132/120
	87 
	171 
	206 
	163 
	101 
	82 
	173 

	
	SVMNT
	CNCSI
	SAKAA
	72 
	98 
	120 
	87 
	174 
	188 
	163 
	104 
	82 
	194 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	132/129
	87 
	168/171
	188 
	163 
	104/107/101
	82 
	179/173/185

	
	SVMNT
	CNCSI
	SAKAA
	75 
	98 
	129 
	84 
	165 
	188 
	163 
	101 
	82 
	176 

	
	SVMNT
	CNCSI
	SAKAA
	78 
	98 
	129 
	99 
	177 
	188 
	178 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	72/69
	98/104
	129 
	84 
	174 
	188 
	163 
	101 
	85/82
	170 

	
	CVMNK
	CNCSI
	SAKAA
	69 
	95 
	132 
	87 
	168 
	188 
	163 
	110 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	135 
	87 
	168 
	191 
	163 
	104 
	91 
	182 

	2003 
	SVMNT
	CNCSI
	SAKAA
	72/84/69
	98/95/101
	120 
	87 
	168 
	188 
	163 
	101/104
	82/85
	170/173

	
	SVMNT
	CNRNI
	SAKAA
	81 
	95 
	120 
	84 
	171 
	188 
	163 
	104 
	82 
	167 

	
	SVMNT
	CNRNI
	SAKAA
	72/69
	98/95/101
	132 
	84 
	174/171
	188 
	163/172
	104/107
	73 
	170/173/176

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	126 
	90 
	168 
	188 
	163 
	107 
	85 
	164 

	
	SVMNT
	CNRNI
	SAKAA
	84 
	98 
	117 
	84 
	168 
	188 
	163 
	101 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	132 
	87 
	183 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	123 
	84 
	171 
	188 
	169 
	104 
	82 
	173 

	
	SVMNT
	CNCSI
	SAKAA
	81 
	95 
	132 
	87 
	171 
	188 
	163 
	101 
	82 
	176 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	126/132
	84 
	186 
	188 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	117/132
	93/84
	171/168
	188/185
	163 
	107 
	82 
	167 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	132 
	84/93
	ND
	188 
	163 
	107 
	82 
	167 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	132/126
	87 
	183 
	188 
	163 
	107 
	73 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	117 
	90 
	171 
	188 
	163 
	101 
	82 
	179 

	
	SVMNT
	CNRNI
	SAKAA
	81 
	98 
	129 
	84 
	171 
	191 
	166 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	60 
	98 
	132 
	87 
	174 
	188 
	163 
	98 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	101 
	132 
	87 
	168 
	188 
	163 
	110 
	82 
	179 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	123/132
	75 
	165 
	188 
	163 
	101 
	82/79
	182 

	
	SVMNT
	CNRNI
	SAKAA
	78 
	98 
	120 
	84 
	174 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	72/78
	101/98/110
	132 
	93 
	171 
	188 
	163 
	101 
	82 
	185/176/173

	
	SVMNT
	CNRNI
	SAKAA
	78 
	101 
	132 
	87 
	183 
	188 
	163 
	107 
	82 
	164 

	
	SVMNT
	CNCSI + CNCNI
	SAKAA
	72/78
	95/98
	132/119
	87 
	171 
	191/188
	166/163
	104/107
	82 
	179/176/173

	
	SVMNT
	CNRNI
	SAKAA
	69 
	101 
	132 
	87 
	168 
	188 
	163 
	110 
	82 
	179 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	132/120
	87 
	165 
	188 
	163 
	107 
	85 
	173 

	
	SVMNT
	CNCSI
	SAKAA
	75 
	98 
	126/132
	90 
	171 
	191 
	163 
	113 
	91 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	138 
	84 
	171 
	188 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	104 
	123/132
	84 
	174 
	188 
	163 
	101 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	132 
	87 
	183 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	90 
	174 
	191 
	163 
	98 
	82 
	167 

	
	SVMNT
	CNRNI
	SAKAA
	78 
	98 
	123/132
	87 
	171 
	188 
	163 
	107 
	85 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	72/81
	98 
	116 
	84/87
	171 
	188 
	163 
	104 
	82/91
	173/176

	
	SVMNT
	CNRNI
	SAKAA
	78/72
	98/101
	132/129
	87 
	171/168
	188 
	163 
	104/101
	82/79
	164 

	
	SVMNT
	CNRNI
	SAKAA
	81/78
	98/110
	132 
	87 
	171 
	188 
	163 
	107 
	85 
	185 

	
	SVMNT
	CNRNI
	SAKAA
	60 
	98 
	132 
	93 
	177 
	188 
	163 
	101 
	82 
	179 

	
	SVMNT
	CNCSI
	SAKAA
	69 
	98 
	138 
	87 
	171 
	188 
	163 
	101 
	82 
	173 

	
	SVMNT
	CNCSI + CNCNI
	SAKAA
	69/72
	95/101
	132/129
	87/90/84
	176 
	188/185
	163 
	101 
	85/82
	176/170/167

	
	SVMNT
	CNCSI
	SAKAA
	69 
	98 
	132 
	87 
	168 
	188 
	163 
	101 
	82 
	176 

	
	SVMNT
	CNCSI
	SAKAA
	66 
	98 
	126 
	87 
	189 
	188 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75/69
	98 
	120/132
	84 
	168 
	188 
	151/163
	107 
	82 
	173/170

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	132/129
	87/84
	177 
	188 
	163 
	98/104/101
	85 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	117 
	84 
	177 
	188 
	163 
	104 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	126 
	90 
	168 
	188 
	163 
	107 
	85 
	164 

	
	SVMNT
	CNCNI
	SAKAA
	69 
	98 
	132 
	87 
	168 
	188 
	163 
	101 
	82 
	176 

	
	SVMNT
	CNRNI
	SAKAA
	75/69/72
	98/110
	132 
	84/90/87
	ND
	188/185
	163 
	107/98
	82 
	170/185/167

	
	SVMNT
	CNCSI
	SAKAA
	69/72
	98 
	132/120
	93/84
	171 
	188 
	163 
	107/104
	82 
	167 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	104/101
	123/132
	84 
	168 
	188/185
	163 
	110 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	84 
	95 
	132 
	87 
	180 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69/78
	95 
	123/129
	87 
	168 
	188 
	163 
	101/107
	85/82
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	132 
	87 
	171 
	203 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	72/69/78
	95/98
	132/129/117
	87/84
	177 
	188 
	163 
	98/95/104
	85 
	182 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	117 
	84 
	177 
	188 
	163 
	104 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95/98
	129/132/117
	87/90
	171/168
	188/185
	163 
	113/107/110
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120 
	87 
	177 
	188 
	163 
	110 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	78 
	95 
	123 
	84 
	168 
	188 
	163 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	104 
	123 
	84 
	174 
	188 
	163 
	101 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75/72
	98 
	132 
	87 
	171/176
	191/188
	163 
	104/107
	82/85
	185/164

	2010 
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	123 
	87/75
	174 
	191 
	163 
	101 
	82 
	185/206

	
	SVMNT
	CNRNI
	SGEAA
	81 
	98 
	120 
	87 
	165 
	188 
	163 
	107 
	79 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	123 
	ND
	168 
	188 
	163 
	101 
	82 
	185 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	120 
	87 
	ND
	188 
	163 
	107 
	82 
	179 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	ND
	171 
	188 
	163 
	77 
	82 
	ND

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	120/132
	99/96
	186 
	191 
	163 
	98 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	95 
	123/132
	84 
	174 
	188 
	163 
	107/104
	85 
	170 

	
	SVMNT
	CNRNI
	SGKAA
	72 
	95 
	123 
	87 
	174 
	188 
	163 
	98 
	82 
	176 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120 
	84 
	177 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	81/78
	98 
	123 
	87 
	165 
	188 
	163 
	113 
	82 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	81/78
	98 
	123 
	87 
	171 
	188 
	163 
	113 
	85 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	101 
	123 
	87 
	165 
	188 
	163 
	113 
	82 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	72 
	98 
	120 
	81 
	168 
	188 
	163 
	113 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	ND
	ND
	132 
	84 
	ND
	185/188
	163 
	107 
	82 
	191 

	
	SVMNT
	CNRNI
	SGEAA
	81/78
	98 
	120 
	84 
	168 
	188 
	163 
	101 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	95 
	120/132
	87 
	171 
	188 
	160 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SGEAA
	93/90
	98 
	129 
	87 
	177 
	188 
	160 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	75 
	98 
	120 
	84 
	174 
	188 
	163 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SAEAA
	81/78
	98 
	132 
	87 
	168 
	188 
	163 
	113 
	82 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	132 
	84 
	168 
	188 
	163 
	101 
	82 
	173 

	
	SVMNT
	CNRNI
	SGEAA
	72/69
	95 
	120 
	87 
	174 
	188 
	163 
	95 
	82 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	75 
	98 
	132 
	84 
	174 
	188 
	163 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	101 
	126 
	81 
	171 
	188 
	163 
	104 
	82 
	206 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	98 
	123 
	84 
	168 
	188 
	163 
	95 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	123 
	87 
	168 
	188 
	163 
	98 
	82 
	206 

	
	SVMNT
	CNRNI
	SGEAA
	75 
	98 
	120 
	84 
	168 
	185 
	160 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	ND
	ND
	132 
	84/96
	177 
	188 
	163 
	104 
	82 
	170/188

	
	SVMNT
	CNRNI
	SAKAA
	66 
	98 
	120 
	84 
	171 
	188 
	160 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	75/69
	95 
	123 
	90 
	174 
	188 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SGKAA
	ND
	95 
	132 
	84 
	168 
	191 
	163 
	98 
	91 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	132 
	ND
	ND
	185 
	163 
	98 
	82 
	185 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	120 
	99 
	168 
	188 
	163 
	98 
	82 
	179 

	
	SVMNT
	CNRNI
	ND
	69 
	98 
	120 
	84 
	171 
	188 
	160 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	69/75
	98 
	132/119
	84 
	168 
	188 
	163 
	107 
	82 
	173/179

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	120 
	99 
	168 
	188 
	163 
	98 
	82 
	179 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	95 
	132 
	ND
	168 
	185 
	163 
	104 
	85 
	188 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	132 
	84 
	171 
	188 
	ND
	107 
	82 
	188/170

	
	SVMNT
	CNRNI
	ND
	66 
	95 
	132 
	84 
	171 
	188 
	169 
	104 
	82 
	173 

	
	SVMNT
	CNRNI
	SGEAA
	72/81
	95 
	132 
	87 
	ND
	179 
	163 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	72 
	95 
	132/120
	78 
	ND
	188 
	163 
	98 
	82 
	173/167/185

	
	SVMNT
	CNRNI
	SGEAA
	ND
	98 
	132 
	84 
	ND
	188 
	163 
	101 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	69 
	98 
	120 
	99 
	168 
	188 
	163 
	98 
	82 
	179 

	
	SVMNT
	CNRNI
	SGEAA
	93 
	98 
	129 
	87 
	171 
	188 
	163 
	107 
	85 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	84 
	98 
	132 
	ND
	ND
	188 
	ND
	101 
	82/96
	ND

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	123 
	72 
	174 
	188 
	163 
	104 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	75 
	98 
	120 
	78 
	165 
	188 
	163 
	107 
	82 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	84 
	171 
	188 
	163 
	107 
	85 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	98 
	123 
	87 
	165 
	188 
	163 
	113 
	82 
	176 

	
	SVMNT
	CNRNI
	SAKAA
	75 
	98 
	132 
	87 
	168 
	188 
	163 
	104 
	82 
	173 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	95 
	132/126
	96 
	177 
	188 
	163 
	104 
	82 
	185 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	95 
	123 
	87 
	165 
	188 
	163 
	107 
	85 
	173 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120/132
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	84 
	ND
	188 
	163 
	107 
	85 
	170/185

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98/95
	120 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	132 
	84 
	171 
	188 
	163 
	107 
	85 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	69/81
	98 
	132/120
	99 
	168 
	188 
	163 
	98/101
	85 
	170/185

	
	SVMNT
	CNRNI
	SGEAA
	78 
	101 
	126 
	75 
	168 
	188 
	163 
	104 
	82 
	206 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	98 
	123 
	87 
	165 
	188 
	163 
	113 
	85 
	176 

	
	SVMNT
	CNRNI
	SGEAA
	69/81
	95 
	120 
	84 
	165/171
	188 
	163 
	113 
	82 
	176 

	
	SVMNT
	CNRNI
	SAKAA
	69 
	98 
	120 
	84 
	171 
	188 
	163 
	107 
	82 
	170 

	
	SVMNT
	CNRNI
	SGEAA
	81 
	101 
	132 
	75 
	168 
	188 
	163 
	101 
	82 
	194 

	
	SVMNT
	CNRNI
	SGEAA
	72 
	101 
	120 
	81/87
	171/168
	188/206
	163 
	110 
	82 
	170 

	
	SVMNT
	CNRNI
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Supplementary_FigS2. Pairwise comparisons of expected heterozygosity at each microsatellite locus between the three groups (2002/2003 vs. 2010 vs. 2011) and the permutation distributions under the null hypothesis. The observed differences in expected heterozygosity are indicated by red arrows.
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Supplementary_FigS3. Principal component and Bayesian population structure analysis of single-clonal Plasmodium falciparum isolates. (a) STRUCTURE was used to calculate the most probable number of clusters (K) in the sample set and then assign probabilities of membership to each cluster for each individual. The highest value of ΔK occurred at K = 3. Each individual is represented by a vertical bar displaying proportion of membership to each of clusters. (b) A total of 171 isolates with complete allele typing at 10 microsatellite markers were included in the analysis (46 in 2002/2003, 79 in 2010 and 46 in 2011). Each point represents an isolate. Proportions of variance are described in parenthesis under principal component (PC).
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n TA81 TA42 TA1 TA109 TA87 2490 ARA2 Pfg377 PfPK2 TA60

Number of alleles

2002/2003 86 9 5 11 6 6 5 8 4 10 8

2010 144 9 7 6 6 8 5 8 3 9 11

2011 72 6 5 10 5 7 4 9 3 13 9

Total 302 11 9 13 10 8 7 10 4 15 11

Allele richness

2002/2003 86 8.88 4.85 10.85 5.76 6.00 4.94 7.94 4.00 9.88 7.77

2010 144 8.01 5.81 5.94 5.11 7.97 4.10 8.00 3.00 8.66 10.48

2011 72 5.99 4.99 9.99 4.97 6.99 4.00 8.99 3.00 12.97 9.00

Total 302 8.38 6.17 10.04 6.62 7.84 5.21 9.47 3.92 12.62 9.92

Supplementary Table S1. Number of alleles and allele richness for 10 microsatellite markers in Plasmodium falciparum

isolates


Microsoft_Excel_Worksheet.xlsx
Table S1

		Supplementary Table S1. Number of alleles and allele richness for 10 microsatellite markers in Plasmodium falciparum isolates

				n		TA81		TA42		TA1		TA109		TA87		2490		ARA2		Pfg377		PfPK2		TA60

		Number of alleles

		2002/2003		86		9		5		11		6		6		5		8		4		10		8

		2010		144		9		7		6		6		8		5		8		3		9		11

		2011		72		6		5		10		5		7		4		9		3		13		9

		Total		302		11		9		13		10		8		7		10		4		15		11



		Allele richness

		2002/2003		86		8.88		4.85		10.85		5.76		6.00		4.94		7.94		4.00		9.88		7.77

		2010		144		8.01		5.81		5.94		5.11		7.97		4.10		8.00		3.00		8.66		10.48

		2011		72		5.99		4.99		9.99		4.97		6.99		4.00		8.99		3.00		12.97		9.00

		Total		302		8.38		6.17		10.04		6.62		7.84		5.21		9.47		3.92		12.62		9.92







Table S2

		Supplementary Table S2. Multilocus linkage disequilibrium estimated from 10 neutral microsatellite markers in 2002 and 2003

						2002		2003



		Test factor

		VD				1.90		1.93

		Ve				1.89		1.85

		IAS				0.0008		0.0051

		Testing (H0: VD = Ve)

		Var (VD)				4.4×10-1		1.85×10-2

		P value				0.44		0.26







Haplotype frequency

		Table S1. Haplotype frequency in pfcrt, dhfr, and dhps determined with MalHapFreq

				2002						2003						2010						2011



		pfcrt

		CVMNK		0.085106		0.026106		0.190106		0						0.009852						0

		SVMNT		0.914894		0.809894		0.973894		1						0.990148						1



		dhfr

		CNCSI		0.297872		0.177872		0.440872		0.130952		0.068952		0.215952		0		0		0.01		0

		CNCNI		0		0		0.042		0.011905		0		0.052905		0		0		0.01		0

		CNRNI		0.702128		0.559128		0.822128		0.857143		0.769143		0.922143		1		0.99		1		1



		dhps

		SAKAA		1						1						0.385		0.318		0.456		0.09375		0.04475		0.16475

		SGKAA		0						0						0.045		0.021		0.081		0.0625		0.0245		0.1245

		CAKAA		0						0						0.015		0.003		0.04		0		0		0.021

		SAEKK		0						0						0.015		0.003		0.04		0		0		0.021

		SGEAA		0						0						0.54		0.469		0.61		0.84375		0.75975		0.90875





		ND: Not determined





















































































































































































































































































































































































































































































































SingleMix

		Table S1. Number of alleles, allele richness, and number of private alleles for 10 microsatellite markers in Plasmodium falciparum isolates

		(A)

				N		TA81		TA42		TA1		TA109		TA87		2490		ARA2		Pfg377		PfPK2		TA60				Mean

		Number of alleles

		2002/2003		46		8		3		8		5		5		4		8		4		9		6				6.20

		2010		88		8		4		5		5		8		4		8		3		8		9				6.30

		2011		51		5		4		9		3		7		3		9		3		11		8				6.40

		Total		185		9		6		10		8		8		5		10		4		14		10				6.40



		Allele richness

		2002/2003		50		8.00		3.00		8.00		5.00		5.00		4.00		8.00		4.00		9.00		6.00				6.20

		2010		101		7.50		3.56		4.80		4.50		7.91		3.55		7.98		3.00		7.91		8.84				6.02

		2011		52		5.00		3.99		8.99		2.98		6.99		3.00		8.98		3.00		10.97		7.99				6.40

		Total		185		7.756		4.471		7.991		5.358		7.788		3.96		9.138		3.824		11.379		8.987				6.40



		Number of private alleles

				185		1		3		2		5		1		1		1		1		5		3				2.30



		(B)

						TA81		TA42		TA1		TA109		TA87		2490		ARA2		Pfg377		PfPK2		TA60				Mean

		Number of alleles

		2002/2003		86		9		5		11		6		6		5		8		4		10		8				7.20

		2010		144		9		7		6		6		8		5		8		3		9		11				7.20

		2011		72		6		5		10		5		7		4		9		3		13		9				7.10

		Total		302		11		9		13		10		8		7		10		4		15		11				9.80



		Allele richness

		2002/2003		86		8.88		4.85		10.85		5.76		6.00		4.94		7.94		4.00		9.88		7.77				7.09

		2010		144		8.01		5.81		5.94		5.11		7.97		4.10		8.00		3.00		8.66		10.48				6.71

		2011		72		5.99		4.99		9.99		4.97		6.99		4.00		8.99		3.00		12.97		9.00				7.09

		Total		302		8.38		6.17		10.04		6.62		7.84		5.21		9.47		3.92		12.62		9.92				8.02



		Number of private alleles

				302		4		4		5		5		1		2		1		1		4		2				2.90







Table S1Fig

				2002		2003		2010		2011				2002		2002		2003		2003		2010		2010		2011		2011

		CVMNK		0.09		0.00		0.009852		0.00				0.06		0.11		0.00		0.00		0.00		0.00		0.00		0.00

		SVMNT		0.91		1.00		0.99		1.00				0.11		0.06		0.00		0.00		0.00		0.00		0.00		0.00

		dhfr

		CNCSI		0.30		0.13		0.00		0.00				0.12		0.14		0.06		0.09		0.00		0.01		0.00		0.00

		CNCNI		0.00		0.01		0.00		0.00				0.00		0.04		0.01		0.04		0.00		0.01		0.00		0.00

		CNRNI		0.70		0.86		1.00		1.00				0.14		0.12		0.09		0.07		0.01		0.00		1.00		0.00

		dhps

		SAKAA		1.00		1.00		0.39		0.09				0.00		0.00		0.00		0.00		0.07		0.07		0.05		0.07

		SGKAA		0.00		0.00		0.05		0.06				0.00		0.00		0.00		0.00		0.02		0.04		0.04		0.06

		CAKAA		0.00		0.00		0.02		0.00				0.00		0.00		0.00		0.00		0.01		0.03		0.00		0.02

		SAEKK		0.00		0.00		0.02		0.00				0.00		0.00		0.00		0.00		0.01		0.03		0.00		0.02

		SGEAA		0.00		0.00		0.54		0.84				0.00		0.00		0.00		0.00		0.07		0.07		0.08		0.06

														0.03		0.02		0.00		0.00		0.01		(0.01)		0.00		0.00

														0.81		(0.86)		1.00		(1.00)		0.99		(0.99)		1.00		(1.00)

														0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

														0.18		(0.15)		0.07		(0.05)		0.00		0.01		0.00		0.00

														0.00		0.04		0.00		0.03		0.00		0.01		0.00		0.00

														0.56		(0.58)		0.77		(0.79)		0.99		(1.00)		0.00		(1.00)

														0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

														1.00		(1.00)		1.00		(1.00)		0.32		(0.31)		0.04		(0.02)

														0.00		0.00		0.00		0.00		0.02		(0.01)		0.02		(0.00)

														0.00		0.00		0.00		0.00		0.00		0.01		0.00		0.02

														0.00		0.00		0.00		0.00		0.00		0.01		0.00		0.02

														0.00		0.00		0.00		0.00		0.47		(0.47)		0.76		(0.78)

														(0.03)		0.02		0.00		0.00		(0.01)		(0.01)		0.00		0.00

														(0.81)		(0.86)		(1.00)		(1.00)		(0.99)		(0.99)		(1.00)		(1.00)

														0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

														(0.18)		(0.15)		(0.07)		(0.05)		0.00		0.01		0.00		0.00



































































































































































































































































































































































































































































































2002	0.10499999999999998	5.9000000000000052E-2	0.14299999999999996	4.2000000000000003E-2	0.12	0	0	0	0	0	5.9000000000000052E-2	0.10499999999999998	0.12000000000000002	0	0.14300000000000002	0	0	0	0	0	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	8.5106000000000015E-2	0.91489399999999999	0.29787200000000003	0	0.70212799999999997	1	0	0	0	0	2003	0	0	8.4999999999999992E-2	4.1000000000000002E-2	6.5000000000000058E-2	0	0	0	0	0	0	0	6.2000000000000013E-2	1.1905000000000001E-2	8.7999999999999967E-2	0	0	0	0	0	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	0	1	0.13095200000000001	1.1905000000000001E-2	0.85714299999999999	1	0	0	0	0	2010	0	0	0.01	0.01	0	7.1000000000000008E-2	3.6000000000000004E-2	2.5000000000000001E-2	2.5000000000000001E-2	6.9999999999999951E-2	0	0	0	0	1.0000000000000009E-2	6.7000000000000004E-2	2.3999999999999997E-2	1.2E-2	1.2E-2	7.1000000000000063E-2	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	9.8519999999999719E-3	0.99014800000000003	0	0	1	0.38500000000000001	4.4999999999999998E-2	1.4999999999999999E-2	1.4999999999999999E-2	0.54	2011	0	0	0	0	0	7.1000000000000008E-2	6.2E-2	2.1000000000000001E-2	2.1000000000000001E-2	6.4999999999999947E-2	0	0	0	0	1	4.9000000000000002E-2	3.7999999999999999E-2	0	0	8.3999999999999964E-2	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	0	1	0	0	1	9.375E-2	6.25E-2	0	0	0.84375	









データ解析用

				データをローカス名でソートしてここに貼り付けること メイ ハ ツ

						2002/2003		2010		2011		Total

				2490		4		3.547		3		3.96								8		3		8		5		5		4		8		4		9		6

				ARA2		8		7.98		8.983		9.138								7.497		3.557		4.797		4.497		7.905		3.547		7.98		3		7.905		8.842

				Pfg377		4		3		3		3.824								5		3.994		8.987		2.983		6.991		3		8.983		3		10.974		7.994

				PfPK2		9		7.905		10.974		11.379								7.756		4.471		7.991		5.358		7.788		3.96		9.138		3.824		11.379		8.987

				TA1 		8		4.797		8.987		7.991

				TA109		5		4.497		2.983		5.358

				TA42		3		3.557		3.994		4.471												2490_1		4		3.547		3		3.96

				TA60		6		8.842		7.994		8.987												ARA2_1		8		7.98		8.983		9.138

				TA81		8		7.497		5		7.756												Pfg377		4		3		3		3.824

				TA87		5		7.905		6.991		7.788												PfPK2_		9		7.905		10.974		11.379

																								TA1_1 		8		4.797		8.987		7.991

				論文にそのまま使えるデータ ロンブン ツカ																				TA109_		5		4.497		2.983		5.358

				TA81		8		7.497		5		7.756												TA42_1		3		3.557		3.994		4.471

				TA42		3		3.557		3.994		4.471												TA60_1		6		8.842		7.994		8.987

				TA1 		8		4.797		8.987		7.991												TA81_1		8		7.497		5		7.756

				TA109		5		4.497		2.983		5.358												TA87_1		5		7.905		6.991		7.788

				TA87		5		7.905		6.991		7.788

				2490		4		3.547		3		3.96

				ARA2		8		7.98		8.983		9.138

				Pfg377		4		3		3		3.824

				PfPK2		9		7.905		10.974		11.379

				TA60		6		8.842		7.994		8.987
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Table S1

		Supplementary Table S1. Number of alleles and allele richness for 10 microsatellite markers in Plasmodium falciparum isolates

				n		TA81		TA42		TA1		TA109		TA87		2490		ARA2		Pfg377		PfPK2		TA60

		Number of alleles

		2002/2003		86		9		5		11		6		6		5		8		4		10		8

		2010		144		9		7		6		6		8		5		8		3		9		11

		2011		72		6		5		10		5		7		4		9		3		13		9

		Total		302		11		9		13		10		8		7		10		4		15		11



		Allele richness

		2002/2003		86		8.88		4.85		10.85		5.76		6.00		4.94		7.94		4.00		9.88		7.77

		2010		144		8.01		5.81		5.94		5.11		7.97		4.10		8.00		3.00		8.66		10.48

		2011		72		5.99		4.99		9.99		4.97		6.99		4.00		8.99		3.00		12.97		9.00

		Total		302		8.38		6.17		10.04		6.62		7.84		5.21		9.47		3.92		12.62		9.92







Table S2

		Supplementary Table S2. Multilocus linkage disequilibrium estimated from 10 neutral microsatellite markers in 2002 and 2003

						2002		2003



		Test factor

		VD				1.90		1.93

		Ve				1.89		1.85

		IAS				0.0008		0.0051

		Testing (H0: VD = Ve)

		Var (VD)				4.4×10-1		1.85×10-2

		P value				0.44		0.26







Haplotype frequency

		Table S1. Haplotype frequency in pfcrt, dhfr, and dhps determined with MalHapFreq

				2002						2003						2010						2011



		pfcrt

		CVMNK		0.085106		0.026106		0.190106		0						0.009852						0

		SVMNT		0.914894		0.809894		0.973894		1						0.990148						1



		dhfr

		CNCSI		0.297872		0.177872		0.440872		0.130952		0.068952		0.215952		0		0		0.01		0

		CNCNI		0		0		0.042		0.011905		0		0.052905		0		0		0.01		0

		CNRNI		0.702128		0.559128		0.822128		0.857143		0.769143		0.922143		1		0.99		1		1



		dhps

		SAKAA		1						1						0.385		0.318		0.456		0.09375		0.04475		0.16475

		SGKAA		0						0						0.045		0.021		0.081		0.0625		0.0245		0.1245

		CAKAA		0						0						0.015		0.003		0.04		0		0		0.021

		SAEKK		0						0						0.015		0.003		0.04		0		0		0.021

		SGEAA		0						0						0.54		0.469		0.61		0.84375		0.75975		0.90875





		ND: Not determined





















































































































































































































































































































































































































































































































SingleMix

		Table S1. Number of alleles, allele richness, and number of private alleles for 10 microsatellite markers in Plasmodium falciparum isolates

		(A)

				N		TA81		TA42		TA1		TA109		TA87		2490		ARA2		Pfg377		PfPK2		TA60				Mean

		Number of alleles

		2002/2003		46		8		3		8		5		5		4		8		4		9		6				6.20

		2010		88		8		4		5		5		8		4		8		3		8		9				6.30

		2011		51		5		4		9		3		7		3		9		3		11		8				6.40

		Total		185		9		6		10		8		8		5		10		4		14		10				6.40



		Allele richness

		2002/2003		50		8.00		3.00		8.00		5.00		5.00		4.00		8.00		4.00		9.00		6.00				6.20

		2010		101		7.50		3.56		4.80		4.50		7.91		3.55		7.98		3.00		7.91		8.84				6.02

		2011		52		5.00		3.99		8.99		2.98		6.99		3.00		8.98		3.00		10.97		7.99				6.40

		Total		185		7.756		4.471		7.991		5.358		7.788		3.96		9.138		3.824		11.379		8.987				6.40



		Number of private alleles

				185		1		3		2		5		1		1		1		1		5		3				2.30



		(B)

						TA81		TA42		TA1		TA109		TA87		2490		ARA2		Pfg377		PfPK2		TA60				Mean

		Number of alleles

		2002/2003		86		9		5		11		6		6		5		8		4		10		8				7.20

		2010		144		9		7		6		6		8		5		8		3		9		11				7.20

		2011		72		6		5		10		5		7		4		9		3		13		9				7.10

		Total		302		11		9		13		10		8		7		10		4		15		11				9.80



		Allele richness

		2002/2003		86		8.88		4.85		10.85		5.76		6.00		4.94		7.94		4.00		9.88		7.77				7.09

		2010		144		8.01		5.81		5.94		5.11		7.97		4.10		8.00		3.00		8.66		10.48				6.71

		2011		72		5.99		4.99		9.99		4.97		6.99		4.00		8.99		3.00		12.97		9.00				7.09

		Total		302		8.38		6.17		10.04		6.62		7.84		5.21		9.47		3.92		12.62		9.92				8.02



		Number of private alleles

				302		4		4		5		5		1		2		1		1		4		2				2.90







Table S1Fig

				2002		2003		2010		2011				2002		2002		2003		2003		2010		2010		2011		2011

		CVMNK		0.09		0.00		0.009852		0.00				0.06		0.11		0.00		0.00		0.00		0.00		0.00		0.00

		SVMNT		0.91		1.00		0.99		1.00				0.11		0.06		0.00		0.00		0.00		0.00		0.00		0.00

		dhfr

		CNCSI		0.30		0.13		0.00		0.00				0.12		0.14		0.06		0.09		0.00		0.01		0.00		0.00

		CNCNI		0.00		0.01		0.00		0.00				0.00		0.04		0.01		0.04		0.00		0.01		0.00		0.00

		CNRNI		0.70		0.86		1.00		1.00				0.14		0.12		0.09		0.07		0.01		0.00		1.00		0.00

		dhps

		SAKAA		1.00		1.00		0.39		0.09				0.00		0.00		0.00		0.00		0.07		0.07		0.05		0.07

		SGKAA		0.00		0.00		0.05		0.06				0.00		0.00		0.00		0.00		0.02		0.04		0.04		0.06

		CAKAA		0.00		0.00		0.02		0.00				0.00		0.00		0.00		0.00		0.01		0.03		0.00		0.02

		SAEKK		0.00		0.00		0.02		0.00				0.00		0.00		0.00		0.00		0.01		0.03		0.00		0.02

		SGEAA		0.00		0.00		0.54		0.84				0.00		0.00		0.00		0.00		0.07		0.07		0.08		0.06

														0.03		0.02		0.00		0.00		0.01		(0.01)		0.00		0.00

														0.81		(0.86)		1.00		(1.00)		0.99		(0.99)		1.00		(1.00)

														0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

														0.18		(0.15)		0.07		(0.05)		0.00		0.01		0.00		0.00

														0.00		0.04		0.00		0.03		0.00		0.01		0.00		0.00

														0.56		(0.58)		0.77		(0.79)		0.99		(1.00)		0.00		(1.00)

														0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

														1.00		(1.00)		1.00		(1.00)		0.32		(0.31)		0.04		(0.02)

														0.00		0.00		0.00		0.00		0.02		(0.01)		0.02		(0.00)

														0.00		0.00		0.00		0.00		0.00		0.01		0.00		0.02

														0.00		0.00		0.00		0.00		0.00		0.01		0.00		0.02

														0.00		0.00		0.00		0.00		0.47		(0.47)		0.76		(0.78)

														(0.03)		0.02		0.00		0.00		(0.01)		(0.01)		0.00		0.00

														(0.81)		(0.86)		(1.00)		(1.00)		(0.99)		(0.99)		(1.00)		(1.00)

														0.00		0.00		0.00		0.00		0.00		0.00		0.00		0.00

														(0.18)		(0.15)		(0.07)		(0.05)		0.00		0.01		0.00		0.00



































































































































































































































































































































































































































































































2002	0.10499999999999998	5.9000000000000052E-2	0.14299999999999996	4.2000000000000003E-2	0.12	0	0	0	0	0	5.9000000000000052E-2	0.10499999999999998	0.12000000000000002	0	0.14300000000000002	0	0	0	0	0	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	8.5106000000000015E-2	0.91489399999999999	0.29787200000000003	0	0.70212799999999997	1	0	0	0	0	2003	0	0	8.4999999999999992E-2	4.1000000000000002E-2	6.5000000000000058E-2	0	0	0	0	0	0	0	6.2000000000000013E-2	1.1905000000000001E-2	8.7999999999999967E-2	0	0	0	0	0	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	0	1	0.13095200000000001	1.1905000000000001E-2	0.85714299999999999	1	0	0	0	0	2010	0	0	0.01	0.01	0	7.1000000000000008E-2	3.6000000000000004E-2	2.5000000000000001E-2	2.5000000000000001E-2	6.9999999999999951E-2	0	0	0	0	1.0000000000000009E-2	6.7000000000000004E-2	2.3999999999999997E-2	1.2E-2	1.2E-2	7.1000000000000063E-2	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	9.8519999999999719E-3	0.99014800000000003	0	0	1	0.38500000000000001	4.4999999999999998E-2	1.4999999999999999E-2	1.4999999999999999E-2	0.54	2011	0	0	0	0	0	7.1000000000000008E-2	6.2E-2	2.1000000000000001E-2	2.1000000000000001E-2	6.4999999999999947E-2	0	0	0	0	1	4.9000000000000002E-2	3.7999999999999999E-2	0	0	8.3999999999999964E-2	CVMNK	SVMNT	dhfr	CNCSI	CNCNI	CNRNI	dhps	SAKAA	SGKAA	CAKAA	SAEKK	SGEAA	0	1	0	0	1	9.375E-2	6.25E-2	0	0	0.84375	









データ解析用

				データをローカス名でソートしてここに貼り付けることメイハツ

						2002/2003		2010		2011		Total

				2490		4		3.547		3		3.96								8		3		8		5		5		4		8		4		9		6

				ARA2		8		7.98		8.983		9.138								7.497		3.557		4.797		4.497		7.905		3.547		7.98		3		7.905		8.842

				Pfg377		4		3		3		3.824								5		3.994		8.987		2.983		6.991		3		8.983		3		10.974		7.994

				PfPK2		9		7.905		10.974		11.379								7.756		4.471		7.991		5.358		7.788		3.96		9.138		3.824		11.379		8.987

				TA1 		8		4.797		8.987		7.991

				TA109		5		4.497		2.983		5.358

				TA42		3		3.557		3.994		4.471												2490_1		4		3.547		3		3.96

				TA60		6		8.842		7.994		8.987												ARA2_1		8		7.98		8.983		9.138

				TA81		8		7.497		5		7.756												Pfg377		4		3		3		3.824

				TA87		5		7.905		6.991		7.788												PfPK2_		9		7.905		10.974		11.379

																								TA1_1 		8		4.797		8.987		7.991

				論文にそのまま使えるデータロンブンツカ																				TA109_		5		4.497		2.983		5.358

				TA81		8		7.497		5		7.756												TA42_1		3		3.557		3.994		4.471

				TA42		3		3.557		3.994		4.471												TA60_1		6		8.842		7.994		8.987

				TA1 		8		4.797		8.987		7.991												TA81_1		8		7.497		5		7.756

				TA109		5		4.497		2.983		5.358												TA87_1		5		7.905		6.991		7.788

				TA87		5		7.905		6.991		7.788

				2490		4		3.547		3		3.96

				ARA2		8		7.98		8.983		9.138

				Pfg377		4		3		3		3.824

				PfPK2		9		7.905		10.974		11.379

				TA60		6		8.842		7.994		8.987
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