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Supplementary Table S1
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Neurotransmission genes oppositely regulated by IS in the two sexes. Average gene expression levels in BYS condition were compared to those in the BNS condition. Numbers in BYS columns represent the fold-change (negative for down-regulation). CUT is the absolute fold-change cut-off determined for each gene separately to exceed the combined contribution of the technical noise of the probing spot(s) and the expression variability within biological replicas in the two conditions (see Methods). Note that the quality of the biological material and the hybridization allowed for many genes lower that standard 1.5x fold-change cut-off. p is the p-value of the heteroscedastic t-test of the equality of the average expression levels in the compared conditions. Grey background indicates down-regulation. 
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Genes whose significant up-/down-regulation in the BYS condition shifted to opposite regulation by both treatments (BYA and BYP conditions). Average gene expression levels in BYS, BYA and BYP conditions were compared to those in the BNS condition. Numbers in columns labeled as BYS, BYA and BYP represent the fold-change (negative for down-regulation). CUT is the absolute fold-change cut-off determined for each gene separately for every comparison (e.g. BYS vs BNS) to exceed the combined contribution of the technical noise of the probing spot(s) and the expression variability within biological replicas. Grey background indicates down-regulation. 


Supplementary Table S3
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Genes whose significant up-/down-regulation in the BYS condition were maintained by one treatment and flipped by the other. Average gene expression levels in BYS, BYA and BYP conditions were compared to those in the BNS condition. Numbers in columns labeled as BYS, BYA and BYP represent the fold-change (negative for down-regulation). CUT is the absolute fold-change cut-off determined for each gene separately for every comparison to exceed the combined contribution of the technical noise of the probing spot(s) and the expression variability within biological replicas. Grey background indicates down-regulation.
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KEGG (www.kegg.jp/kegg/kegg1.html) map of regulation of the cholinergic synapse pathway in the arcuate nucleus of saline-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYS) compared to counterparts without spasms (BNS). Inset tables indicate how the composing genes of the labelled Gi/o (G-proteins) block are regulated in that condition. 

Supplementary Figure S2
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the dopaminergic synapse pathway in the arcuate nucleus of saline-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYS) compared to counterparts without spasms (BNS). 
Supplementary Figure S3
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the glutamatergic synapse pathway in the arcuate nucleus of saline-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYS) compared to counterparts without spasms (BNS). 
Supplementary Figure S4
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the serotonergic synapse pathway in the arcuate nucleus of saline-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYS) compared to counterparts without spasms (BNS). 
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the cholinergic synapse pathway in the arcuate nucleus of ACTH-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the dopaminergic synapse pathway in the arcuate nucleus of ACTH-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS).
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the gultaminergic synapse pathway in the arcuate nucleus of ACTH-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the dopaminergic synapse pathway in the arcuate nucleus of ACTH-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the cholinergic synapse pathway in the arcuate nucleus of PMX53-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 


[image: I:\Users\arraylab\Desktop\Rev Sci Rep\Supplementary Figure-10 (Iacobas).jpg]Supplementary Figure S10 

KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the dopaminergic synapse pathway in the arcuate nucleus of PMX53-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 
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KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the glutaminergic synapse pathway in the arcuate nucleus of PMX53-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 
[bookmark: _GoBack][image: I:\Users\arraylab\Desktop\Rev Sci Rep\Supplementary Figure-12 (Iacobas).jpg]Supplementary Figure S12

 KEGG  (www.kegg.jp/kegg/kegg1.html) map of regulation of the serotonergic synapse pathway in the arcuate nucleus of PMX53-treated betamethasone–primed male (A) and female (B) rats with NMDA-induced infantile spasms (BYA) compared to counterparts without spasms (BNS). 
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BYS CUT p BYS CUT p

Adcy5 adenylate cyclase 5  1.26 1.140.022 -1.23 1.200.026

Akt1 v-akt murine thymoma viral oncogene homolog 1  -1.56 1.360.011 1.90 1.450.016

Atf4 activating transcription factor 4  -1.44 1.210.004 2.00 1.470.003

Atf6b activating transcription factor 6 beta  1.24 1.220.033 -1.30 1.280.033

Cacna1b calcium channel, voltage-dependent, N type, alpha 1B subunit  -2.10 1.330.001 2.82 1.330.000

Calm3 calmodulin 3  -1.59 1.160.000 1.49 1.390.026

Casp3 caspase 3  -1.97 1.400.002 1.71 1.540.023

Cyp2d4 TL0AAA82YO10 mRNA sequence. [FQ211703] 1.34 1.240.036 -1.34 1.280.034

Cyp2d5 cytochrome P450, family 2, subfamily d, polypeptide 5  2.15 1.660.048 -1.62 1.350.026

Cyp2j3 cytochrome P450, family 2, subfamily j, polypeptide 3  1.34 1.260.023 -1.53 1.480.035

Drd2 dopamine receptor D2  -1.68 1.270.002 1.49 1.210.001

Gabarapl2 GABA(A) receptor-associated protein like 2  1.23 1.120.004 -1.50 1.450.049

Gabbr1 GABA B receptor 1  1.48 1.140.001 -1.28 1.130.005

Gabrq GABA A receptor, theta  1.57 1.300.028 -1.45 1.380.028

Gls glutaminase  1.22 1.170.030 -1.46 1.200.007

Gnal guanine nucleotide binding protein, alpha stimulating, olfactory type  -2.91 1.230.000 5.81 2.010.000

Gnas GNAS complex locus  -1.58 1.320.005 -1.62 1.450.046

Gng5 guanine nucleotide binding protein  -1.66 1.320.008 1.60 1.400.015

Gria4 glutamate receptor, ionotropic, AMPA 4  -2.90 1.400.000 2.29 1.410.003

Grik4 glutamate receptor, ionotropic, kainate 4  1.41 1.360.046 -1.41 1.410.046

Grm1 glutamate receptor, metabotropic 1  -1.68 1.190.000 1.62 1.140.000

Homer2 homer homolog 2  1.83 1.440.028 -1.78 1.480.013

Kcnd2 potassium voltage-gated channel, Shal-related subfamily, member 2  -1.58 1.350.008 1.85 1.220.000

Pik3ca phosphoinositide-3-kinase, catalytic, alpha polypeptide  -1.53 1.350.024 1.41 1.140.001

Plcb1 phospholipase C, beta 1  -1.92 1.430.004 2.15 1.320.000

Pld1 phospholipase D1  1.35 1.170.010 -1.20 1.180.028

Ppp2ca protein phosphatase 2, catalytic subunit, alpha isozyme  -1.39 1.280.025 1.56 1.350.009

Ppp2r5a protein phosphatase 2, regulatory subunit B', alpha  -2.09 1.140.000 2.09 1.360.005

Ppp3cb protein phosphatase 3, catalytic subunit, beta isozyme  -2.04 1.470.004 2.19 1.540.043

Ppp3cc protein phosphatase 3, catalytic subunit, gamma isozyme  1.13 1.130.036 -1.30 1.210.014

Slc6a1 solute carrier family 6  -1.69 1.210.000 2.35 1.180.000

MALE FEMALE

Name Description
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Name Description BYS CUT P BYA CUT P BYP CUT P

Agpat3 1-acylglycerol-3-phosphate O-acyltransferase 3  -1.72 1.410.012D 1.59 1.510.651X 1.13 1.110.031

Celf3 CUGBP, Elav-like family member 3  1.12 1.090.020U-1.54 1.400.029 -1.32 1.190.011

Crem cAMP responsive element modulator  -1.40 1.360.044D 1.61 1.150.003 1.44 1.430.132

Dgka diacylglycerol kinase, alpha  1.39 1.250.037U-1.18 1.110.010 -1.23 1.160.008

G3bp1 GTPase activating protein  -1.50 1.280.008D 1.23 1.130.007 1.16 1.160.053

Ifi30 interferon gamma inducible protein 30  -1.55 1.170.000D 1.45 1.140.000 1.53 1.390.079

Igfbp3 insulin-like growth factor binding protein 3  -1.44 1.140.000D 1.26 1.170.019 1.35 1.270.059

Mical2 microtubule associated monooxygenase, calponin and LIM domain containing 2  -1.22 1.200.029D 1.25 1.100.001 1.20 1.100.003

Mpp6 membrane protein, palmitoylated 6  -1.38 1.350.043D 1.25 1.230.076 1.31 1.190.024

Mrgbp MRG/MORF4L binding protein  1.27 1.140.010U-1.18 1.090.003 -1.18 1.110.006

Ppapdc1b phosphatidic acid phosphatase type 2 domain containing 1B  1.20 1.100.003U-1.31 1.230.017 -1.30 1.130.002

RGD1305938similar to expressed sequence AW549877  1.22 1.140.024U-1.26 1.210.031 -1.32 1.170.006

Rpap3 RNA polymerase II associated protein 3  1.33 1.170.019U-1.09 1.070.013 -1.15 1.080.004

Siah1a seven in absentia 1A  1.26 1.080.000U-1.18 1.130.011 -1.22 1.150.009

Sike1 suppressor of IKBKE 1  1.26 1.130.005U-1.47 1.240.005 -1.21 1.140.008

Srpk1 SRSF protein kinase 1  1.20 1.150.017U-1.22 1.220.039 -1.24 1.160.018

Sybu Protein Sybu   1.17 1.150.039U-1.56 1.350.014 -1.49 1.150.000

TC620291 Unknown -1.96 1.190.000D 1.37 1.200.011 1.24 1.130.007

Tm6sf1 transmembrane 6 superfamily member 1  1.31 1.120.003U-1.15 1.090.006 -1.31 1.160.004

Trim37 tripartite motif-containing 37  1.23 1.170.017U-1.33 1.330.046 -1.18 1.160.028

Zfp511 zinc finger protein 511  1.22 1.170.022U-1.50 1.500.056 -1.18 1.140.021

Zfp618 zinc finger protein 618  -1.48 1.250.015D 1.56 1.260.003 1.37 1.230.008

Ackr4 atypical chemokine receptor 4  -1.51 1.420.025 1.62 1.420.048 1.41 1.340.042

Best2 bestrophin 2  -1.71 1.270.001 2.66 1.530.018 1.94 1.370.001

Blvrb biliverdin reductase B  -1.37 1.240.013 1.56 1.350.010 1.39 1.330.025

Camlg calcium modulating ligand  1.43 1.390.046 -1.10 1.070.023 -1.33 1.090.000

Ccdc177 coiled-coil domain containing 177  2.53 1.340.006 -1.24 1.180.017 -1.33 1.150.006

Ccnd1 cyclin D1  -1.39 1.260.010 1.31 1.300.040 1.50 1.260.006

Csrp1 cysteine and glycine-rich protein 1  -1.45 1.420.047 1.65 1.320.003 1.50 1.400.035

Dpp7 dipeptidylpeptidase 7  -1.29 1.260.028 1.17 1.070.001 1.17 1.090.007

Eif2b5 eukaryotic translation initiation factor 2B, subunit 5 epsilon  -1.15 1.120.047 1.51 1.360.014 1.49 1.380.021

Fopnl FGFR1OP N-terminal like  1.43 1.300.035 -1.23 1.130.009 -1.42 1.350.030

Gtf2h3 general transcription factor IIH, polypeptide 3  -1.54 1.450.037 1.49 1.300.011 1.55 1.300.007

Insm2 Protein Insm2 -1.40 1.300.018 1.24 1.230.038 1.38 1.230.006

Metap2 methionyl aminopeptidase 2  1.76 1.270.002 -1.21 1.190.027 -1.26 1.250.034

Mpdz multiple PDZ domain protein  1.95 1.240.006 -1.26 1.110.001 -1.26 1.140.004

Olr425 olfactory receptor 425  -2.08 1.390.001 1.45 1.210.003 1.61 1.250.002

Pnma2 paraneoplastic Ma antigen 2  -1.44 1.280.010 1.67 1.300.009 1.80 1.280.003

Prdx4 peroxiredoxin 4  1.61 1.520.035 -1.22 1.180.035 -1.35 1.300.025

Rnf150 ring finger protein 150  -1.57 1.300.014 1.65 1.170.000 1.73 1.180.000

Serpinb6 serpin peptidase inhibitor, clade B  1.88 1.170.002 -1.53 1.220.003 -1.30 1.160.007

Slc45a1 solute carrier family 45, member 1  -1.36 1.310.045 1.22 1.160.029 1.33 1.210.008

Taf1b TATA box binding protein  2.31 1.340.004 -1.21 1.160.014 -1.32 1.220.013
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Name Description BYS CUT P BYA CUT P BYP CUT P

Paox polyamine oxidase (exo-N4-amino) 1.20 1.140.032U 1.08 1.070.021 -1.13 1.090.014

Porcn porcupine homolog (Drosophila)  1.23 1.170.041U 1.14 1.110.023 -1.09 1.080.026

Ppp1r21 protein phosphatase 1, regulatory subunit 21 -2.06 1.160.000D 1.12 1.110.027 -1.21 1.080.002

Wipi2 WD repeat domain, phosphoinositide interacting 2 1.26 1.130.008U 1.25 1.120.004 -1.16 1.130.021

Fam69b family with sequence similarity 69, member B  -1.21 1.200.035 1.16 1.14 0.02 -1.18 1.130.015

Ncoa3 nuclear receptor coactivator 3  -1.70 1.690.046 -1.16 1.12 0.02 1.27 1.160.013

Ndufb5 NADH dehydrogenase  1.37 1.240.009 1.13 1.12 0.04 -1.34 1.280.035

Ppp6c protein phosphatase 6, catalytic subunit  -1.27 1.180.010 -1.17 1.15 0.02 1.36 1.200.023

Zrsr1 zinc finger  1.50 1.390.018 1.03 1.17 0.66 -1.20 1.170.022
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