An in vitro method to keep human aortic tissue sections functionally and structurally intact
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	Gene name
	RefSeq
	Forward and reverse primer sequence

	YWHAZ
	NM_145690
	GATGAAGCCATTGCTGAACTTG

	
	
	CTATTTGTGGGACAGCATGGA

	IL6
	NM_000600
	ACAGCCACTCACCTCTTCA

	
	
	ACCAGGCAAGTCTCCTCAT

	CNN1
	NM_001308341
	GCCCAGAAGTATGACCACCA

	
	
	TGATGAAGTTGCCGATGTTC

	TGFB1
	NM_000660

	CCGACTACTACGCCAAGGAG

	
	
	GGTATCGCCAGGAATTGTTG

	MCP1 
	NM_002982
	CACTCTCGCCTCCAGCATGA

	
	
	ATCTCCTTGGCCACAATGGT 

	TGFBR1
	NM_001306210

	ACAACCGCACTGTCATTCAC

	
	
	TCTCCAAACTTCTCCAAATCG

	SMTN
	NM_001207018
	TGGAGGAATTGACTGCACTG

	
	
	GAAACCTCTGCCTGCTGTTC

	ICAM3
	NM_001320605
	TGTTTGAAGGAAGGCTCCAG

	
	
	AGTAACACCGCCACGAAGAC

	MMP2
	NM_004530
	CCGTGGTGAGATCTTCTTCTTC

	
	
	GCTGGTCAGTGGCTTGGGGTA

	ACTA2
	NM_001141945
	ACTGGGACGACATGGAAAAG

	
	
	CATACATGGCTGGGACATTG

	TNF
	NM_000594
	TCAACCTCCTCTCTGCCATC

	
	
	AGTAGACCTGCCCAGACTCG

	PTPRC
	NM_080921
	AGTATCCCCGGACTCTTTGG

	
	
	AGGGTTGAGTTTTGCATTGG

	Ki67
	NM_002417
	AGCACCAGAGGAAATTGTGG

	
	
	TTTTCAGGGACCGAGTCTTG

	ICAM1
	NM_000201
	GGCTGGAGCTGTTTGAGAAC

	
	
	AGGAGTCGTTGCCATAGGTG

	IL8 (CXCL8)
	NM_000584
	GTGTGAAGGTGCAGTTTTGC

	
	
	CCTTGGGGTCCAGACAGAG

	MMP9
	NM_004994
	ACAGGCAGCTGGCAGAGGA

	
	
	CGCGGCAAGTCTTCCGAGTA


















Supplementary Table S1. RefSeq codes and primer sequences
RefSeq code and forward and reverse primer sequences per corresponding gene. RefSeq indicates NCBI Reference Sequence Database code.
