[bookmark: _GoBack]Table S1
Genome Sequencing and analyses of Two Marine Fungi from the North Sea Unraveled a Plethora of Novel Biosynthetic Gene Clusters
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Table S1. Repeat contents in assembled genomes of two marine fungal strains.
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Repeat type
	Calcarisporium sp. KF525
	Pestalotiopsis sp. K079

	
	No. of 
elements*
	Length (bp)
	 %Genome
	No. of 
elements*
	Length (bp)
	 %Genome

	Retroelements
	170
	69031
	0.19
	254
	103427
	0.22

	LINEs
	35
	26402
	0.07
	6
	299
	0.00

	R1/LOA/Jockey
	3
	288
	0.00
	---
	---
	---

	LTR elements
	135
	42629
	0.12
	248 
	103128 
	0.22

	Ty1/Copia
	52
	10915
	0.03
	27
	2681
	0.01

	Gypsy/DIRS1
	83
	31714
	0.09
	221
	100447 
	0.22

	DNA transposons
	56
	16380
	0.05
	33
	2302
	0.00

	hobo-Activator
	4
	236
	0.00
	3
	254
	0.00

	Tc1-IS630-Pogo
	31
	10720
	0.03
	2
	361
	0.00

	PiggyBac
	1
	77
	0.00
	---
	---
	---

	Tourist/Harbinger
	4
	273
	0.00
	6
	367
	0.00

	Unclassified
	2
	187
	0.00
	1
	127
	0.00

	Total interspersed repeats
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	0.24
	
	105856 
	0.23

	Small RNA
	25
	8425
	0.02
	59
	11106
	0.02

	Simple repeats
	7665
	320027
	0.89
	7520
	302527
	0.65

	Low complexity
	1042
	52138
	0.14
	723
	33149
	0.07


		* Numbers are higher in some cases, as some elements are fragmented. 

