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Figure S1. Map showing the sampling sites of the studied populations and their language family affiliation.
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Figure S2. Bar plots showing the relative frequency of major haplogroups across five language families
in a) Vietnamese populations; b) MSEA populations (including the current Vietnamese data).
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Figure S3. Histogram of coalescence times of Vietnam-specific lineages. a) The number of coalescence
events in relation to time; b) The cumulative histogram of the fraction of coalescence events. Time 0 is
the present and the x-axis is measured in time before present scaled by the number of coalescence events.
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Figure S4. Baysian skyline plot of 609 Vietnamese mtDNA sequences. The thick line indicates the medi-
an estimate, bracketed by thin lines for the 95% highest prosterior density.
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Figure S5. Phylogenetic tree of haplogroups A14 and A17, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence
label colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-

specific lineages (Table S5), or are referred to in the text.
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Figure S6. Phylogenetic tree of haplogroup B4, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label colors
reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-specific
lineages (Table S5), or are referred to in the text.
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Figure S7. Phylogenetic tree of haplogroups B5 and B6, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence

label colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese

-specific lineages (Table S5), or are referred to in the text.
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Figure S8. Phylogenetic tree of haplogroup C, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label colors
reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-specific
lineages (Table S5), or are referred to in the text.
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Figure S9. Phylogenetic tree of haplogroup D, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label colors
reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-specific
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Figure S10. Phylogenetic tree of haplogroup Flala, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label
colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-
specific lineages (Table S5), or are referred to in the text.
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Figure S11. Phylogenetic tree of haplogroup F1 (excluding Flala, which is shown in Figure S10), including MSEA sequences located in the same branches
as Vietnamese sequences. Sequence label colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate

the coalescence time of Vietnamese-specific lineages (Table S5), or are referred to in the text.
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Figure S12. Phylogenetic tree of haplogroups F2 and F3, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label
colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-specific
lineages (Table S5), or are referred to in the text.
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Figure S13. Phylogenetic tree of haplogroup G, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label

colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-

specific lineages (Table S5), or are referred to in the text.
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Figure S14. Phylogenetic tree of haplogroup M (excluding M7, which is shown in Figure S15), including MSEA sequences located in the same branches as
Vietnamese sequences. Sequence label colors reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the
coalescence time of Vietnamese-specific lineages (Table S5), or are referred to in the text.
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Figure S15. Phylogenetic tree of haplogroup M7, including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label colors

reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-specific
lineages (Table S5), or are referred to in the text.
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Figure S16. Phylogenetic tree of haplogroup N9a , including MSEA sequences located in the same branches as Vietnamese sequences. Sequence label colors

reflect geographic origin as indicated. Circled numbers indicate branches that were either used to estimate the coalescence time of Vietnamese-specific

lineages (Table S5), or are referred to in the text.



