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Supplementary Figure S1 

 

Supplementary Figure S1. Dendrograms constructed using ERIC-PCR patterns of the qnr-positive isolates 

showing similarity percentages calculated by the dice similarity index. (A) qnr-positive K. pneumoniae isolates 

and (B) qnr-positive E. coli isolates. BAL, bronchoalveolar lavage; CIP MIC, ciprofloxacin MIC (mg/L); PMQR, 

plasmid mediated quinolone resistance determinants; MDF, MIC decrease factor of ciprofloxacin. Dashed lines are 

hypothetical lines showing 85% similarity. 


