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Supplementary Table S1. Sequence information for the PCR primers used to detect
the 17 different viruses in the 26 lung samples.

Virus Primer sequence (5°—3’) Product length (bp)
PCV-2-F GCGAGGAGGGTAATGAGG 275
PCV-2-R CTCTGCAACGGTCACCAG

PRRSV(NSP2)-F  GACACCTCCTTTGATTGG

PRRSV(NSP2)-R  GAGAGGAIGCAGACAAATC 4931T9T/88T*
PRV/(gE)-F GCTCTGCGTGCTGTGCTCC 346
PRV(gE)-R GGGTCCATTCGTCACTTCCG

PPV-2-F AGCTCTGCGACAAGTGGG 63
PPV-2-R GTCTACGGCCTGCAAGAA

PPV-3-F CCACGCCAAATCAAAGTC s14
PPV-3-R CTCCCACTCCCATCCACT

PPV-4-F TATGTGGGCTGGGCAAGGAATGTC Al
PPV-4-R GTTGCGGAATGCTATCAGGCTCTT

PPV-5-F ACACCTCCTGCGGCTTAT 050
PPV-5-R GTGTAGCGATGTCCTGGC

PPV-6-F CTTTGGTGTAGAGGGCTTGA 650
PPV-6-R CGGTTGTAGCAGGTCCAA

PBoV-1-F GTTTGGTGGGAAGAAGCA 491
PBoV-1-R TTATCACCGCCGCAAGAT

PBoV-3-F CACAGGGGAAAGCATCGT 2
PBoV-3-R CCACATTTGGTTCGGCAT

PBoV-5-F CGACTGCCAGAGCAAACT 465
PBoV-5-R CCACAGCGACAACAAGGT

TTSuV-1a-F GGCTCAATTTGGCTCGCTTC .
TTSuV-1a-R CGATAGGCCCCTTGACTTC

TTSuV-1b-F CACCATACCCTGCCCCTT i3
TTSuV-1b-R TGTCCTGTGACATTGAGTGAG

PCMV-F TGTGCGGTGAAGCAGTAT -
PCMV-R AGGCCTTACGGAGACCTT

PKV-F ACAGGGTGGATGAAGAACG 308
PKV-R GAAGTTTGGAGCGAACCC

PASstV-F ACAGCAACCAAAGCCACA 7
PAstV-R CACCACCACTCATTCACCTC

PigSCV-F TGCGTGGGCTATGTATCAA 108
PigSCV-R CTGCGAGGACGTGCGTAA

*493 bp (for NADC30-like PRRSV); 797 bp (for HP-PRRSV); 887 bp (for Classical
PRRSV)



Supplementary Table S2. Viruses detected by PCR in 74 serum samples from

PRDC-affected piglets and clinically healthy controls from five farms.

Farm A
i Asymptomatic samples Diseased samples
Vies T A2 yAg A4 | A5 ' A6 a7 | R4 51 B2 [B3 | B4 155 Be |B7 | R
PCV-2 + + + + 4/7 + + + + + 5/7
PRRSV |+* |+? +3 3/7 + 2+ 777
PRV 0/7 0/7
PPV-2 + + + 3/7 + + + + 4/7
PPV-3 0/7 + 1/7
PPV-4 0/7 0/7
PPV-5 0/7 0/7
PPV-6 |+ + + 3/7 + |+ |+ |+ |+ + | 6/7
PBoV-1 0/7 0/7
PBoV-3 0/7 0/7
PBoV-5 0/7 + 1/7
TTSuV-1a 0/7 + + + 3/7
TTSuV-1b + 1/7 + + + 3/7
PCMV 0/7 + + + 3/7
PKV + 1/7 + + + 3/7
PAstV + + + + + 5/7 + + + |+ + + 6/7
pigSCV + 1/7 0/7




Farm B

. Asymptomatic samples Diseased samples
vies P T AR Az pA4 AS 11\)6 A7 |as | R¥" 51 TB2 [B3 | B4 P];DS Be [ B7 | RAt”
PCV-2 + 1/8 + + + + 4/7
PRRSV +2 1/8 +2 +3 +2 3/7
PRV 0/8 0/7
PPV-2 + |+ 2/8 + |+ |+ |+ |+ |+ |+ 7
PPV-3 0/8 + |+ |+ + |+ |+ |67
PPV-4 0/8 0/7
PPV-5 0/7 0/7
PPV-6 |+ |+ 2/8 + |+ |+ |+ + |+ |67
PBoV-1 0/8 0/7
PBoV-3 0/8 0/7
PBoV-5 0/8 + 1/7
TTSuV-1a 0/8 + + + + + + 6/7
TTSuV-1b 0/8 + |+ + |+ |47
PCMV 08 0/7
PKV + 1/8 0/7
PAstV + + + 3/8 + |+ |+ |+ + |57
pigSCV 0/8 0/7




Farm C

Asymptomatic samples

Diseased samples

Vius A2 A3 (a4 A5 [ A6 (a7 | X% [B1 [B2 [B3 | B4 |B5 |B6 [B7 |
PCV-2 + + + 3/7 + + + + 4/7
PRRSV +2 +1 2 +2 +2,3 4 /7 +2,3 +2 +2 +2 _|_2 _|_2 6 /7
PRV + 1/7 + 1/7
PPV-2 + + + + + + 6/7 + + + + + + + 7/7
PPV-3 + 1/7 + + 1/7
PPV-4 + 1/7 0/7
PPV-5 0/7 0/7
PPV-6 + + |+ |+ + 5/7 + |+ |+ + 4/7
PBoV-1 0/7 0/7
PBoV-3 + + + 3/7 0/7
PBoV-5 + 1/7 0/7
TTSuV-la |+ + + + 4/7 + |+ + 3/7
TTSuV-1b | + + + + 4/7 + + + 3/7
PCMV + + 2/7 + + + 3/7
PKV 0/7 0/7
PAstV + |+ |+ |+ |+ 5/7 + |+ |+ |+ + + | 6/7
pigSCV 0/7 + + 2/7




Farm D

Asymptomatic samples

Diseased samples

Virus AL [A2 | A3 | A4 A5 |A6a7 | R BT B2 [B3 |B4 |B5 |B6 |B7 | 0
PCV-2 + + + + + 5/7 + + + + + + + 7/7
PRRSV +1 1/7 +! +1 1+ +2 |47
PRV 0/7 0/7
PPV-2 |+ + + 3/7 + [+ [+ |+ [+ [+ Jen7
PPV-3 + o+ 2/7 + [+ [+ [+ [+ 5/7
PPV-4 0/7 0/7
PPV-5 n 1/7 + 1/7
PPV-6 + 1/7 + + + + + + 6/7
PBoV-1 + + 2/7 + + + + 4/7
PBoV-3 0/7 n n 2/7
PBoV-5 0/7 n 1/7
TTSuV-la + + |7 |+ + + [+ [+ |57
TTSuV-1b + |+ + 3/7 + |+ + [+ [+ |57
PCMV 0/7 I n 2/7
PKV + |+ + |37 + + |+ |37
PAstV + + + + + |+ 6/7 + + + + + + + 7/7
pigSCV n 1/7 TR 27




Farm E

Asymptomatic samples Diseased samples
Virus A|A|A|A|A|A|A|A|A]|Rate* B|B|B|B|B|B|B| Rate*
1 |23 (4]|5]61|7 |89 2134 |5]|6 1|7 |8

PCV-2 + + + [+ [ 4/9 + |+ |+ |+ |+ |+ ]6/8
PRRSV || ¥ N N N N N N I
PRV 0/9 0/8
PPV-2 + |+ |+ |+ + |+ | 6/9 + |+ + |+ |+ |6/8
PPV-3 + |+ [2/9 + |+ |+ |+ + | 6/8
PPV-4 + |+ 2/9 + 1/8
PPV-5 + |+ 2/9 + 1/8
PPV-6 + |+ |+ [+ |+ |+ ]|+ |+ |+ |89 + 4+ |+ |+ |+ |+ |+ |88
PBoV-1 + + 1/9 + + + 3/8
PBoV-3 + 1/9 + 1/8
PBoV-5 + + 2/9 0/8
TTSuV-1la + + 1 2/9 0/8
TTSuV-1b + |+ |+ + + |+ | 6/9 + |+ + |+ |+ |6/8
PCMV + + + |+ |+ |+ ]6/9 + |+ |+ |+ |+ |+ |+ ]88
PKV 0/9 0/8
PAstV + |+ + + |+ |5/9 i i e e + | 6/8
pigSCV 0/9 0/8

1: Highly pathogenic PRRSV; 2: NADC 30-like PRRSV; 3: Classical PRRSV
*Detection rates of the 17 different viruses in serum samples.




