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Supplementary Figure S1. Complementary DNA and deduced amino-acid sequence of the ferret
anionic pre-trypsinogen. Amino-acid numbering starts with the initiator methionine codon. The
activation peptide is highlighted in blue, Argl22 in red and the catalytic triad in yellow. The position
of the gene-specific primers used for PCR amplification is underlined.

57UTR
ACACTTCTGCCATC

1

ATG AAT CCA CTC CTG ATT CTT GCT TTT GTG GGA GCT GCT GTT GCT TTC CCC ACT GAT GAG

Met Asn Pro Leu Leu lle Leu Ala Phe Val Gly Ala Ala Val Ala Phe Pro Thr Asp Glu
29

GAT GAC AAG ATC GTC GGT GGC TAC ACC TGC GAG GAG CAT TCC ATC CCC TAC CAG GTG TCC

Asp Asp Lys Ile Val Gly Gly Tyr Thr Cys Glu Glu His Ser lle Pro Tyr GIn Val Ser

CTG AAC TCG GGC TAC CAC TTC TGC GGC GGC TCC CTC ATC AGT GAC CAG TGG GTG GTG TCC
Leu Asn Ser Gly Tyr His Phe Cys Gly Gly Ser Leu lle Ser Asp GIn Trp Val Val Ser
63

GCA GCT CAC TGC TAC AAG TCC CGC ATC CAG GTG AGG CTC GGA GAG CAC AAC ATC GAG GTC
Ala Ala His Cys Tyr Lys Ser Arg lle GIn Val Arg Leu Gly Glu His Asn lle Glu Vval
81

AAT GAG GGG AAT GAG CAG TTC ATC AAC TCG GCC AAG GTC ATC CGC CAC CCC AAA TAT AGC
Asn Glu Gly Asn Glu GIn Phe Ile Asn Ser Ala Lys Val Ile Arg His Pro Lys Tyr Ser

107
AGC TGG TCC CTG GAC AAT GAC ATC ATG CTC ATC AAG CTG TCC TCG CCT GCT GTC CTC AAT
Ser Trp Ser Leu Asp Asn Asp lle Met Leu lle Lys Leu Ser Ser Pro Ala Val Leu Asn
122
GCA CGC GTG TCC ACC ATA TCT CTG CCC TCC GCC TGT GCA GCC GCT GGC ACC CAG TGC CTC
Ala i@ Val Ser Thr lle Ser Leu Pro Ser Ala Cys Ala Ala Ala Gly Thr GIn Cys Leu
154

ATC TCC GGC TGG GGC AAC ACC CTG AGC TCT GGC ATC AAC TAC CCT GAG CTG CTG CAG TGC
Ile Ser Gly Trp Gly Asn Thr Leu Ser Ser Gly Ile Asn Tyr Pro Glu Leu Leu GIn Cys

CTG GAC GCC CCA CTC CTG AGT CAG GCC CAG TGC GAA GCC TCC TAC CCC GGC CAG ATC ACG

Leu Asp Ala Pro Leu Leu Ser GIn Ala GIn Cys Glu Ala Ser Tyr Pro Gly GIn Ille Thr
200

GAG AAC ATG GTT TGC GCT GGC TTC CTC GAG GGA GGC AAG GAC TCC TGC CAG GGT GAC TCT
Glu Asn Met Val Cys Ala Gly Phe Leu Glu Gly Gly Lys Asp Ser Cys GIn Gly Asp Ser

GGT GGC CCT GTG GTC TGC AAT GGA GAG CTC CAG GGC ATT GTC TCC TGG GGC TAT GGC TGT
Gly Gly Pro val Val Cys Asn Gly Glu Leu GIn Gly Ile Vval Ser Trp Gly Tyr Gly Cys

GCC CAG AAG AAC AAA CCT GGA GTT TAC ACC AAG GTG TGC AAC TTT GTA GAC TGG ATT AAG

Ala GIn Lys Asn Lys Pro Gly Val Tyr Thr Lys Val Cys Asn Phe Val Asp Trp lle Lys
247

ACG ACC ATA GCT GCC AAC AGC TAA

Thr Thr Ile Ala Ala Asn Ser TER

37 UTR
AGCCCCCCCAGTCCTTCTGCCATCACTATGCTAATTAAATGTTCCTGTTAC




Supplementary Figure S2. Complementary DNA and deduced amino-acid sequence of the ferret
cationic pre-trypsinogen. Amino-acid numbering starts with the initiator methionine codon. The
activation peptide is highlighted in blue, Argl22 in red and the catalytic triad in yellow. The position
of the gene-specific primers used for PCR amplification is underlined. The linked allelic variants
c.123T>G (p.L41=) and ¢.*35C>T are shown in green.

57UTR
ACATTCCTCAGTCAAATTCCAGGGAGCAACC

1
ATG AAG ACC TTC ATC TTC CTT GCC CTG CTG GGA GCT GCT GCT GCT TTC CCC ATT GAT GAC
Met Lys Thr Phe Ile Phe Leu Ala Leu Leu Gly Ala Ala Ala Ala Phe Pro Ile Asp Asp
29
GAT GAC AAG ATC GTT GGG GGC TAC ACC TGT CAG AGG AAT TCT GTT CCC TAC CAG GTG TCC
Asp Asp Lys Ile val Gly Gly Tyr Thr Cys GIn Arg Asn Ser Val Pro Tyr GIn Val Ser
G
CTII AAC TCG GGC TAT CAC TTC TGT GGT GGA TCC CTC ATC AAT TCC CAG TGG GTG GTG TCT

Leu Asn Ser Gly Tyr His Phe Cys Gly Gly Ser Leu lle Asn Ser GIn Trp Val Val Ser
63
GCA GCT CAC TGC TAC AAG TCC CGA ATC CAG GTG CGT CTG GGA GAA CAC AAC ATC GCA GTC

Ala Ala His Cys Tyr Lys Ser Arg lle GIn Val Arg Leu Gly Glu His Asn lle Ala Vval

81

TCT GAG GGT GGT GAG CAA TTC ATC AAT TCA GCC AAG ATC ATC CGC CAC CCC AGA TAC AAC

Ser Glu Gly Gly Glu GIn Phe Ile Asn Ser Ala Lys lle lle Arg His Pro Arg Tyr Asn
107

CAA AAC ACT ATG GAT AAT GAC ATC ATG CTG ATT AAA CTG AGC TCT CCC GCC ACC CTC AAC

GIn Asn Thr Met Asp Asn Asp lle Met Leu lle Lys Leu Ser Ser Pro Ala Thr Leu Asn
122

TCT CGA GTG TCT TCT ATC TCT CTA CCA AAA TCC TGT GCA GCT GCT GGT ACC CAG TGC CTC

Ser @ Val Ser Ser lle Ser Leu Pro Lys Ser Cys Ala ,1A5I4a Ala Gly Thr GIn Cys Leu

ATC TCT GGC TGG GGG AAC ACC CTG AGT ACT GGG CAA AGG TAT CCT GAT GTC CTG CAG TGT
Ile Ser Gly Trp Gly Asn Thr Leu Ser Thr Gly GIn Arg Tyr Pro Asp Val Leu GIn Cys

CTT CAA GCT CCC ATC CTC TCT GAC AGC ACT TGC CGC AAT GCC TAT CCT GGT CAG ATC AGC
Leu GIn Ala Pro lle Leu Ser Asp Ser Thr Cys Arg Asn Ala Tyr Pro Gly GIn lle Ser

200
AGC AAC ATG ATC TGT CTG GGC TAC ATG CAG GGT GGA AAG GAC TCT TGC CAG GGT GAC TCT

Ser Asn Met lle Cys Leu Gly Tyr Met GIn Gly Gly Lys Asp Ser Cys GIn Gly Asp Ser

GGT GGC CCT GTG GTC TGC AAC AGA GAG CTC CAG GGC ATT GTC TCC TGG GGT ATT GGC TGT
Gly Gly Pro Val Val Cys Asn Arg Glu Leu GIn Gly Ile Vval Ser Trp Gly Ille Gly Cys

GCT CAA AAG GGC AAA CCT GGT GTC TAC ACC AAG GTC TGC AAC TAC GTG AGC TGG ATT CGG

Ala GIn Lys Gly Lys Pro Gly Val Tyr Thr Lys Val Cys Asn Tyr Val Ser Trp lle Arg
246

CAA ACC ATT TCT GCC AAC TAA
GIn Thr 1le Ser Ala Asn TER

37 UTR |
GCATGTAAGGATGTGTATTGCTCTATGCACCATTCTCTTGGTCAATTTCACTTCCAACCATGCCTAAAACAGTATCTAAA
TAAAAACGTTTATTCCAC




Supplementary Figure S3. Complementary DNA and deduced amino-acid sequence of the ferret
minor anionic pre-trypsinogen. Amino-acid numbering starts with the initiator methionine codon. The
activation peptide is highlighted in blue, Argl22 in red and the catalytic triad in yellow. The position
of the gene-specific primers used for PCR amplification is underlined. The allelic variant ¢.37G>A
(p-A13T) is shown in green.

57UTR

ACACTCCCCAGTCCAGTTCTAGGGAGCAGCC

1 A

ATG AAG ACC TTC ATC TTC CTT GCC CTG CTG GGA GCC GCT GTT GCT GTC CCC ATT GAG GAT
Met Lys Thr Phe Ile Phe Leu Ala Leu Leu Gly Ala Ala VvVal Ala Val Pro Ile Glu Asp

GAT GAC AAG ATC GTT GGG GGC TAC ACC TGT CAG AAG AAT TCT GTT CCC TAC CAG GTG TTC
Asp Asp Lys Ile val Gly Gly Tyr Thr Cys GIn Lys Asn Ser Val Pro Tyr GIn Val Phe

CTG AAC TTG GGC TAC CTC TTC TGT GGT GGC TCC CTC ATC AAT CCC CAG TGG GTG GTG TCC

Leu Asn Leu Gly Tyr Leu Phe Cys Gly Gly Ser Leu lle Asn Pro GIn Trp Val Val Ser
63
GCA GCT CAC TGC TAC AGG CCC CAA ATC CAG GTG CAT CTG GGA GAC CAC AAC ATC GCA ATT

Ala Ala His Cys Tyr Arg Pro GIn lle GIn Val His Leu Gly Asp His Asn Ile Ala lle
81
GTT GAG GGT GAT GAG CAA TTC ATC AAT TCA GCC AAG GTC ATC CGC CAC CCC AGA TAC AAT

Val Glu Gly Asp Glu GIn Phe Ile Asn Ser Ala Lys Val lle Arg His Pro Arg Tyr Asn
107

GAA CAA AAC TTT GAT AAT GAC ATC ATG CTG ATT AAA CTG AGC TCA CCT GCC ACC CTC AAC

Glu GIn Asn Phe Asp Asn Asp lle Met Leu lle Lys Leu Ser Ser Pro Ala Thr Leu Asn
122

TCC CGT GTG TCT ACT ATC TCT CTG CCA AAA TCC TGT GCG GAT GTT GAT ACC CAG TGC CTC

Ser @ Val Ser Thr Ile Ser Leu Pro Lys Ser Cys Ala {l-\ss4p Val Asp Thr GIn Cys Leu

ATC TCT GGC TGG GGG AAT ACC TGG AGT TTT GGG GAA AAT TTT CCT GAT GAC CTG CAG TGT
Ile Ser Gly Trp Gly Asn Thr Trp Ser Phe Gly Glu Asn Phe Pro Asp Asp Leu GIn Cys

CTT CAA GCT CCC ATC CTC TCT GAC AGC ACT TGC CGC GAT GCC TTC CCT GGG AGG ATC AGC

Leu GIn Ala Pro lle Leu Ser Asp Ser Thr Cys Arg Asp Ala Phe Pro Gly Arg lle Ser
200

AGC AAC ATG ATC TGT CTG GGC TAC ATG CAG GGT AGA AAG GAT GCT TGC CAG GGT GAC TCT
Ser Asn Met lle Cys Leu Gly Tyr Met GIn Gly Arg Lys Asp Ala Cys GIn Gly Asp Ser

GGT GGC CCT GTG GTC TGC AAC GGA GAG CTC CAG GGC ATT GTC TCC TGG GGC ATT GGC TGT
Gly Gly Pro Vval Val Cys Asn Gly Glu Leu GIn Gly Ile Vval Ser Trp Gly Ille Gly Cys

GCT CTA AAA GGC AAA CCT GGT GTC TAC ACC AAG GTC TGC AAC TAC GTG AGC TGG ATT CAG

Ala Leu Lys Gly Lys Pro Gly Val Tyr Thr Lys Val Cys Asn Tyr Val Ser Trp Ille GIn
246

GAG ACC ATT GCT GCC AAC TAA

Glu Thr 1le Ala Ala Asn TER

37 UTR
GCATGTAAGCACGTGTACTGCTCTATGCACCATTCTCTTGGACAATTTCACTTCCAACGATGCCTGAAACTGTATCTAAA
ATAAAAATGTATATTCCACATC




