Insight into the draft whole-genome sequence of the dermatophyte Arthroderma

vanbreuseghemii
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Reference = A. vanbreuseghemii TIMM 2789 ; Query = T. rubrum CBS 118892
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Fig. S1. Megablast graphical overview of A. vanbreuseghemii vs. T. rubrum. Diagram indicates the
hits of 7. rubrum (query) sequence aligned to A. vanbreuseghemii (reference) sequence. Color key for

the alignment scores is displayed at the top.



Reference = N. gypsea CBS 118893; Query = A. vanbreuseghemii TIMM 2789
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Fig. S2. Megablast graphical overview of A. vanbreuseghemii vs N. gypsea. Diagram indicates the hits
of N. gypsea (reference) sequence aligned to A. vanbreuseghemii (query) sequence. Color key for the

alignment scores is displayed at the top.



Reference = M. canis CBS 113480; Query = A. vanbreuseghemii TIMM 2789
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Fig. S3. Megablast graphical overview of A. vanbreuseghemii vs. M. canis. Diagram indicates the hits
of M. canis (reference) sequence aligned to 4. vanbreuseghemii (query) sequence. Color key for the align-

ment scores is displayed at the top.



