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>CslF6_Svevo_7A_genomic DNA
ATGGCGCCAGCGGTGGCCGGAGGAGGCCGCGTGCGGAGCAATGAGCCGGCTGCTGCCGCGGCGCCGGCGGCCGCCAGCGGGAAGCCCTGCGTCTGCGGCTTCCAGGTGTGCGCCTGCACGGGATCGGCCGCGGTGGCGTCCGCCGCCTCCTCGCTGGACATGGACATCGTGGCCATGGGCCAGATCGGCGCCGTCAACGACGAGAGCTGGGTGGGCGTGGAGCTCGGCGAAGACGGCGAGACCGACGAAAGCGGTGTCGCCGTTGACGACCGCCCCGTCTTCCGCACCGAGAAAATCAAGGGTGTCCTTCTCCACCCCTACCGGTACGTGCAACTAAGAGCATCCTAGTGGCTTGTCTAAATTTAATAGTCTATATCTACATATACACAATGGTGTAAAAAGATTTTCTTTTAGACAACCTAAGTTTTCCAGCGGATTGTCTATATATATGATGTCTATATTCTCTTTCATATATTTTAATAGTATCTTATAGCAGCTATATTTTCTAAAAATCTTATGTTAGTCATTTCTGAGTTGTTTTCATTTATTTTTTTCATCCGCAAGACATATAAAGGAGAAAATAAACCAGCCGCGAAATTATTTTAGGTTCAACACTAGCAACACCCTATATAATTTACGAGAAATAAACAATAGCAACAGGTTCAACCCTGATGAGGCGACGGTCCAGGCGCAACGACCTCCGTGTCCAGCGCCGGCGCGGCCGCCTCCCTGCCGACGTCCTCCAATTGCTCCGAATTGGTGAATGGCTGAGCTCATGAGCCAACATTTTTGGTTTAGACATTGTGGCTTGGTTGTCCAAATGTGGACGACGGGTAGTTAGTTTGGACATTGTCTAAATTTTAGATGACGCAATAGACAAGTCACTGAAGACGTTTTTTGACATGTGGTAGTCTAAATTTGGTATAGACCACCATTTGCACAAGCCACTAAAAATGCTCTAAACTCCCTATATCTGCGTCACAGTAGTAACAATTACTAGTAGTATTTCATACTTATTTACTGTGTAAGTATTTATTATTACTATTATTTTGCACAACAAGTCTAAAATGATTAAGCCAACAAGCACCACGCCAGGCTGACAGTCAGGATTATTTGATCTTGACCGGTGGCGGTGCTCATCGAGACTGGTACTAGTCCTAGGACTGGTAGCGTGGTCTGGTCGGTGTTAATCACAGTAATTAATAGGTAATTAATGTAAACATGGATTAAAATTTGACAAGTCCGAGACAGGTGCACGTTAGAGGCGGGCCAATGATGGCTCGAATCCACTCAAAACAGCGCGTCCCGGTGTGGGCTGTCGGCTCGGTGCGGCGGGGCGCTGGTTCTTCCATCTTACTACTAGTCATAGTCACTGCTGCATGGGCCCGCTTAAGGGGACGTTAGCCGTTGGGCCTGCCTGGCAGGTGGGCCCCGGTGGCCACCCTGGCGGCTCATAAATCCTTGCCACTTTAGAGTTAATAAAATCTGGGTGTGCGGGTGGGATGGATTCGGTTGCAATGGCAATAGGAATCCGAGGTGAAAGGAGATGAGATGACAGTGGGCATGGCTTGCACGTGAATCCAAGCCACATCATTAAAAGCCTCGTCGCCATCCTCCCTGGGGACGTCGCAGTGAGAAAGTTAGTTAAACTTTTTGGGTTGGGACAAGGTATAAATAAAAGTAAGTAACATGTCCTTTTTTGTCACTGGAGAAACGTATGTATGTATGGTATGGTAGTATATGAGCATCTAGTCTAGTTATAGATGGATGATGCTACCGCTGGAGCCTCTAGTACGTTAGTTTTTCTTCAGCCGTTTTATGGAGAAAACGAGAAGAAGATTATCATGTCATGTCATGTCATAGAAAGGAGGAGAAGCAAAAAAAAAGGTGGTGCCATTGCCACCGCTTGAATGCCTTTTTTCAGAAGAATGCGTGAGTCATGTTGGCACCGAGAAAAGCCATATTAAAGTGGCAGGGTTACAACTCAGAAGAAATGCGCGTGCTAGATAAACACTAGGATATGTGAAGTGCACTCGGCACAACATCTTCAAAGTACTCCAAAGATAAATAACAAGAAAAAGATTACTACTACTCCAAAGTACTCCTACTACTACTAGTAACGATTAGCAGGAGAAGGTTCCAACGACTTTTTGGCGCCAATAGCATAAAGAAGAAGAAGAAGAAGAAAATAACGAGAAAAGAGGCCCATTAATGGAGCAACGAATCCAGCGGCACCACCTCTGGCGGTCGCGTCCATGCCCTCGCACGACGGGTGAGGGAGGGAGGGGCCCGGGCCTACTGACAGCCGAGGCATGTCGGTGCTCATACACGGCGCCGTTTGCTGCCAAGTGTGCCAGCTCACACTCATTGACTTGCCAGCTCCCGCCTTGGCTGTCAATGAGAACATGATGCCCTTCTCTCTCTCTCTCGCCTTTTGGCATTTGCAAAAAATTAAAACTAGCTGTCTGATAGGGAAAAGAAATGCAAAGGGAAAAGATGAACGTGGCGCATGTTCCCTCCAATAATTGCACCCAATCATCACTCGATTAATCCAACAATTTTTACTTTACTACTCCCACAAGAACTGATGATGAACTGTAACTGACGGTGAATGTGAATAATGCAATGCAGGGTGCTGATCTTCGTTCGGCTGATCGCCTTCACCCTGTTCGTGATCTGGCGTATCTCCCACAAGAACCCTGACGCCATGTGGCTGTGGGTGACATCCATCTGCGGCGAGTTCTGGTTCGGCTTCTCCTGGCTGCTGGATCAGCTGCCCAAGCTGAACCCCATCAACCGCGTGCCGGACCTGGCCGTGCTGCGGCAGCGCTTCGACCGCCCCGACGGCACCTCCACCCTCCCGGGGCTCGACATCTTCGTCACCACGGCCGACCCCATCAAGGAGCCCATCCTCTCCACCGCCAACTCCGTGCTCTCCATCCTCGCCGCCGACTACCCCGTCGACCGCAACACATGCTACGTCTCTGACGACAGTGGCATGCTGCTCACCTACGAGGCCCTGGCCGAGTCCTCCAAGTTCGCCACCCTCTGGGTGCCCTTCTGCCGCAAGCACGGGATCGAGCCCAGGGGTCCGGAGAGCTACTTCGAGCTCAAGTCCCACCCCTACATGGGGAGAGCCCAGGACGAATTCGTCAACGACCGCCGCCGCGTCCGCAAGGAGTACGACGAGTTCAAGGCCAGAATCAACAGCCTGGAGCACGACATCAAGCAGCGCAACGACGGGTACAACGCCGCCAACGCCCACCGGGAAGGCGAGCCCCGACCCACCTGGATGGCCGACGGCACCCAGTGGCAGGGCACCTGGGTGGACGCCTCCGAGAACCACCGCAGGGGCGACCACGCCGGCATCGTCCTGGTCAGTACTAGTTGCTATACTTATCACTAGGACTACCATTTACTTAGGGTCTCTTTCGTCCGTGCATGATGCATGCATGCTGCTGTTCTTGGAATCTTGGTTAGTTAGGGCCTCGTTATTAGTGGCCATCTGATGTGATGCCTGCCTGCACTGCACTGCTGTGCCGATCCAAGGGAGATTTTGACAGAATGGACGTGGTGATGGTCGAGAGTGCAACCACCGGCCGGCCAGCCAAGCACACTTGTGGACAGACATGGAAGAAAACATGCATGCTTCTCTTCTCGCCTCGTCCTGTGGCCAGCAACGTGTGGTTCCACTCACTCACGCTGTGACGAGGAATGGTGGTTGGGGTGGTCCTTTCCCCCCGACAGCACTACAGCGTCCACTTTATGACCCATTTAATTCAATTCACCGGCCCTGCTTTCTTAACTGCCTCAATCATTCATCAGTTTGTTTACTCTGCCCAACTCTTAACCCTGTACTGTAGTATACTTAGTAGTACTAATAATTAATTACTCCAACCACTAATCACCTTAAGGTAGTAATAGTAACACTCCAGTAAGAATCATTTGACCTTTTACTATGGCGATCGAGAAGTAAAAGTAACAGCTAAAATTAACCGTGTCATTCATTTAACCTTGTTTTTTTTTACCACTATCTACCTAAGCTCAAGTTGTGATTGTACTGCAAGAGGAATGGAGTGCTGACAATGGTGTGTGTGCAATGGATGCAGGTGCTGCTGAACCACCCGAGCCACCGCCGGCAGACGGGCCCGCCGGCGAGCGCTGACAACCCACTGGACTTCAGCGGCGTGGATGTGCGTCTCCCCATGCTGGTGTACGTGTCCCGTGAGAAGCGCCCCGGACACGACCACCAGAAGAAGGCCGGCGCCATGAACGCGCTCACCCGCGCCTCCGCGCTGCTCTCCAACTCCCCCTTCATCCTCAACCTCGACTGCGACCATTACATCAACAACTCCCAGGCCCTCCGCGCCGGCATCTGCTTCATGGTGGGACGCGACAGCGACACCGTCGCCTTCGTCCAGTTCCCGCAGCGCTTCGAGGGCGTCGACCCCACCGACCTCTACGCCAACCACAACCGCATCTTCTTCGACGGCACCCTCCGTGCCCTCGACGGCATGCAGGGCCCCATCTACGTCGGCACCGGCTGTCTCTTCCGCCGCATCACCGTCTACGGCTTCGACCCGCCCAGGATCAACGTCGGCGGGCCCTGCTTCCCCAGGCTCGCCGGGCTCTTCGCCAAGACCAAGTACGAGAAGCCCGGCCTCGAGATGACCATGGCCAAGGCCAAGGCCGCGCCGGTGCCCGCCAAGGGCAAGCACGGCTTCCTGCCTCTGCCCAAGAAGACGTACGGCAAGTCGGACGCCTTCGTGGACAGCATCCCGCGCGCGTCGCACCCGTCGCCTTACGCCGCGGCGGCTGAGGGCATCGTGGCCGACGAGGCGACCATCGTGGAGGCGGTGAACGTGACGGCCGCGGCGTTCGAGAAGAAGACCGGCTGGGGCAAAGAGATCGGCTGGGTGTACGACACCGTGACGGAGGACGTGGTGACCGGGTACCGGATGCATATCAAGGGGTGGCGGTCACGCTACTGCTCCATCTACCCACACGCCTTCATCGGCACCGCACCCATCAACCTCACGGAGAGGCTCTTCCAGGTGCTCCGCTGGTCCACGGGCTCCCTCGAGATCTTCTTCTCCAAGAACAACCCGCTCTTCGGCAGCACCTACCTCCACCCGCTGCAGCGCGTCGCCTACATCAACATCACCACCTACCCCTTCACCGCCATCTTCCTCATCTTCTACACCACCGTGCCGGCGCTCTCCTTCGTCACCGGCCACTTCATCGTGCAACGCCCCACCACCATGTTCTACGTCTACCTGGGCATCGTGCTCTCCACGCTGCTCGTCATCGCCGTGCTGGAGGTCAAGTGGGCCGGGGTCACCGTCTTCGAGTGGTTCAGGAACGGCCAGTTCTGGATGACGGCAAGTTGCTCCGCCTACCTCGCCGCCGTGTGCCAGGTGCTGACCAAGGTGATATTCCGGCGTGACATCTCCTTCAAGCTCACATCCAAGCTACCGTCCGGAGACGAGAAGAAGGACCCCTACGCCGACCTGTACGTGGTGCGCTGGACGCCGCTCATGATCACACCCATCATCATCATTTTCGTCAACATCATTGGGTCGGCGGTGGCCTTCGCCAAGGTGCTCGACGGCGAGTGGACGCACTGGCTCAAGGTCGCCGGCGGGGTCTTCTTCAACTTCTGGGTGCTGTTCCACCTCTACCCGTTCGCCAAGGGGATCCTGGGGAAGCACGGCAAGACGCCAGTCGTGGTGCTCGTCTGGTGGGCATTCACCTTCGTCATCACCGCCGTGCTCTACATCAACATCCCCCACATGCATAGCTCGGGAGGCAAGCACACAACGGTGCATGGTCACCATGGCAAGAAGTTCGTCGACGCAGGGTACTACAACTGGCCATGAGGTCCCTGTTGACGACTTTGCCGCCGGACAGGACGACCTGAGACAAGAAGCAACAAGTCATCCACTGAACAGTGCA


>CslF6_7A_CDS
ATGGCGCCAGCGGTGGCCGGAGGAGGCCGCGTGCGGAGCAATGAGCCGGCTGCTGCCGCGGCGCCGGCGGCCGCCAGCGGGAAGCCCTGCGTCTGCGGCTTCCAGGTGTGCGCCTGCACGGGATCGGCCGCGGTGGCGTCCGCCGCCTCCTCGCTGGACATGGACATCGTGGCCATGGGCCAGATCGGCGCCGTCAACGACGAGAGCTGGGTGGGCGTGGAGCTCGGCGAAGACGGCGAGACCGACGAAAGCGGTGTCGCCGTTGACGACCGCCCCGTCTTCCGCACCGAGAAAATCAAGGGTGTCCTTCTCCACCCCTACCGGGTGCTGATCTTCGTTCGGCTGATCGCCTTCACCCTGTTCGTGATCTGGCGTATCTCCCACAAGAACCCTGACGCCATGTGGCTGTGGGTGACATCCATCTGCGGCGAGTTCTGGTTCGGCTTCTCCTGGCTGCTGGATCAGCTGCCCAAGCTGAACCCCATCAACCGCGTGCCGGACCTGGCCGTGCTGCGGCAGCGCTTCGACCGCCCCGACGGCACCTCCACCCTCCCGGGGCTCGACATCTTCGTCACCACGGCCGACCCCATCAAGGAGCCCATCCTCTCCACCGCCAACTCCGTGCTCTCCATCCTCGCCGCCGACTACCCCGTCGACCGCAACACATGCTACGTCTCTGACGACAGTGGCATGCTGCTCACCTACGAGGCCCTGGCCGAGTCCTCCAAGTTCGCCACCCTCTGGGTGCCCTTCTGCCGCAAGCACGGGATCGAGCCCAGGGGTCCGGAGAGCTACTTCGAGCTCAAGTCCCACCCCTACATGGGGAGAGCCCAGGACGAATTCGTCAACGACCGCCGCCGCGTCCGCAAGGAGTACGACGAGTTCAAGGCCAGAATCAACAGCCTGGAGCACGACATCAAGCAGCGCAACGACGGGTACAACGCCGCCAACGCCCACCGGGAAGGCGAGCCCCGACCCACCTGGATGGCCGACGGCACCCAGTGGCAGGGCACCTGGGTGGACGCCTCCGAGAACCACCGCAGGGGCGACCACGCCGGCATCGTCCTGGTGCTGCTGAACCACCCGAGCCACCGCCGGCAGACGGGCCCGCCGGCGAGCGCTGACAACCCACTGGACTTCAGCGGCGTGGATGTGCGTCTCCCCATGCTGGTGTACGTGTCCCGTGAGAAGCGCCCCGGACACGACCACCAGAAGAAGGCCGGCGCCATGAACGCGCTCACCCGCGCCTCCGCGCTGCTCTCCAACTCCCCCTTCATCCTCAACCTCGACTGCGACCATTACATCAACAACTCCCAGGCCCTCCGCGCCGGCATCTGCTTCATGGTGGGACGCGACAGCGACACCGTCGCCTTCGTCCAGTTCCCGCAGCGCTTCGAGGGCGTCGACCCCACCGACCTCTACGCCAACCACAACCGCATCTTCTTCGACGGCACCCTCCGTGCCCTCGACGGCATGCAGGGCCCCATCTACGTCGGCACCGGCTGTCTCTTCCGCCGCATCACCGTCTACGGCTTCGACCCGCCCAGGATCAACGTCGGCGGGCCCTGCTTCCCCAGGCTCGCCGGGCTCTTCGCCAAGACCAAGTACGAGAAGCCCGGCCTCGAGATGACCATGGCCAAGGCCAAGGCCGCGCCGGTGCCCGCCAAGGGCAAGCACGGCTTCCTGCCTCTGCCCAAGAAGACGTACGGCAAGTCGGACGCCTTCGTGGACAGCATCCCGCGCGCGTCGCACCCGTCGCCTTACGCCGCGGCGGCTGAGGGCATCGTGGCCGACGAGGCGACCATCGTGGAGGCGGTGAACGTGACGGCCGCGGCGTTCGAGAAGAAGACCGGCTGGGGCAAAGAGATCGGCTGGGTGTACGACACCGTGACGGAGGACGTGGTGACCGGGTACCGGATGCATATCAAGGGGTGGCGGTCACGCTACTGCTCCATCTACCCACACGCCTTCATCGGCACCGCACCCATCAACCTCACGGAGAGGCTCTTCCAGGTGCTCCGCTGGTCCACGGGCTCCCTCGAGATCTTCTTCTCCAAGAACAACCCGCTCTTCGGCAGCACCTACCTCCACCCGCTGCAGCGCGTCGCCTACATCAACATCACCACCTACCCCTTCACCGCCATCTTCCTCATCTTCTACACCACCGTGCCGGCGCTCTCCTTCGTCACCGGCCACTTCATCGTGCAACGCCCCACCACCATGTTCTACGTCTACCTGGGCATCGTGCTCTCCACGCTGCTCGTCATCGCCGTGCTGGAGGTCAAGTGGGCCGGGGTCACCGTCTTCGAGTGGTTCAGGAACGGCCAGTTCTGGATGACGGCAAGTTGCTCCGCCTACCTCGCCGCCGTGTGCCAGGTGCTGACCAAGGTGATATTCCGGCGTGACATCTCCTTCAAGCTCACATCCAAGCTACCGTCCGGAGACGAGAAGAAGGACCCCTACGCCGACCTGTACGTGGTGCGCTGGACGCCGCTCATGATCACACCCATCATCATCATTTTCGTCAACATCATTGGGTCGGCGGTGGCCTTCGCCAAGGTGCTCGACGGCGAGTGGACGCACTGGCTCAAGGTCGCCGGCGGGGTCTTCTTCAACTTCTGGGTGCTGTTCCACCTCTACCCGTTCGCCAAGGGGATCCTGGGGAAGCACGGCAAGACGCCAGTCGTGGTGCTCGTCTGGTGGGCATTCACCTTCGTCATCACCGCCGTGCTCTACATCAACATCCCCCACATGCATAGCTCGGGAGGCAAGCACACAACGGTGCATGGTCACCATGGCAAGAAGTTCGTCGACGCAGGGTACTACAACTGGCCATGA
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ATGGCGCCAGCGGTGGCCGGAGGAGGCCGCGTGCGGAGCAATGAGCCTGCTGCTGCCGCTGCCAGCGACAAGCCCTGCGTGTGCGGCTTCCAGGTGTGCGCCTGCACGGGATCGGCCGCGGTGGCGTCCGCCGCCTCCTCGCTGGACATGGACATCGTGGCCATGGGGCAGATCGGCGCCGTCAACGACGAGAGCTGGGTGGGCGTGGAGCTCGGCGAGGACGGCGAGACCGACGAAAGCGGTGCCGCCGTTGACGACCGCCCCGTCTTCCGCACCGAGAAAATCAAGGGTGTCCTCCTCCACCCCTACCGGTACGTGCAACAAAACTCCCTATATCTGCGTCATAGTAACAATTACTACTTACTATTTCATACTTACTGTAAGAAGTATTTATTTATTATTACTCTTTTGCACAACAAGTCTAAAATGATTAAACCAACAAGCACCACGCCAAGGTTGACAGTCAGGATTATTTGATCTTGACCGGTGGCGGTGCTCATGAAGATTACTAGTATCGCTAGTACTCCTAGGACTGCTACTAGTAGTAGCATTGTCTGGTCGGTGTTAATCACAGTAAAAAATAGTTAATTAATGTAAACCTGGATTAAAAATTGATAAGTCCGAGACAGGTCACGTTAGAGGCGGGCCAATGATGGCTCGAATCCACCCAAAACAGCGCGTCCCGGTGTGGGCTGTCGGCTCGGTGCGGCGGGGCGCTGGTTCTTCCATTTTATTACTACTAGTCATAGTCACTGCTGCATGGGCCCGCGGGAGGGGACGTTAGCCGTTGGGCCTGCCTGGCAGGTGGGCCCCGGTGGCCACCCTGGCGGCTCATAAATCCTTGCCACTTTAGATAGTAGAGTTAATTAATAAAATGTGGGTGTGCGGGGGGGTTGGCCTCTCTGCAATAGCAATAGGAATCCGAGGTGAAACGAGATGACAGTGGGCTTGGCTTGCACGTGAATCCAAGCCACATCATTAAAAGCCTCGTCGCCATTCTCCCTGGGGACGTCGCAGTGAGAAAGTTGGTTAAACTTTTAGGGTTCGGACAAGATATAAAACTAAGTAACATGTCCTTTTTTGTCACTGGAGAAACGTAGTATGGTATGGTAGTATATGAGATTTTTCGGCATCTAGTTATAGATGGATGATGCTACTGCTGGAGCCTGTAGTACGTTAGTTTTTGTTCAGCCGTTTTATGGGGAGAAAACGAGAAGAAGATTATCATGTCATAAAAAGGAGGAGAAGCAAAAGAGGTGGTGCCACCGCATGAATGCCTTTTTCCCCAGAAGAATGCGTGAGTCATGTTGGCACCGAGAAAAGCCATATTAAAGTGGCAGAGTTACAACTCAGAAGAAATGCGCGTGTCCCCTCAAAGAAGAAGAAGAAGAAATGCGCGTGCTAGATAAACACTACTACTAGGATATGTGAAGTGCACTCGGCACAACATCTTCAAAGCACTCCAAAGATTAACAAGAAAAAGATTACTCCTACTCCAAAGTACTCCTACTAGTGGTAGTAACGATTAGCAGGAGAAGGTTCCAACGACTTTTTGGCGCCAATAGCACAAATAAAGAAGAAGAAAAAAACTTACTAACGAGAAAAGAGGCCCATTAATGGAGCAAGGAATCCAGCGGCACCACCTCTGGCCCGCGCACGACGGACGGGTGAGGGAGGGGCCCGGGCCTACTGACAGCCGAGGCATGTCGGTGCTCATACACGGCGCCGTTTGCTGCCAAGTGTGCCAGCTCACACTCATTGACTTGCCAGCTCCCGCCTTGGCTGTCAATGAGAACATGATACCGTTCTCTCTCTTTCTCTCTCTCGCCTTTTGGCATTTGCAAAAGAAATTAGAACTAGCTGTCTGATAGGGAAAAGAAATGCAAAGGGCGCATGTTCCCTCCAATAATTGCACCCAATCATCGTACCAACATACTCGATTAATCCAAACATTTTTTTACTAGTAAGAGTGAGTTGATGATGAAGTGTAACTGACGGTGAATGTGAATAATGCAATGCAGGGTGCTGATCTTCGTCCGTCTCATCGCGTTCACCCTGTTCGTGATCTGGCGTATCTCCCACAAGAACCCTGACGCCATGTGGCTGTGGGTGACATCCATCTGCGGCGAGTTCTGGTTCGGCTTCTCCTGGCTGCTGGATCAGCTCCCCAAGCTGAACCCCATCAACCGCGTGCCGGACCTGGCCGTGCTCCGGCAGCGCTTCGACCGCCCCGACGGCACCTCCACGCTCCCTGGGCTGGACATCTTCGTCACCACGGCCGACCCCATCAAGGAGCCCATCCTCTCCACCGCCAACTCGGTGCTCTCCATCCTCGCCGCCGACTACCCCGTGGACCGCAACACATGCTACGTCTCCGACGACAGTGGCATGCTGCTCACCTACGAGGCCCTGGCTGAGTCCTCCAAGTTCGCCACCCTCTGGGTGCCCTTCTGCCGCAAGCACGGGATTGAGCCGAGGGGCCCGGAGAGCTACTTCGAGCTCAAGTCCCACCCCTACATGGGGAGAGCCCAGGACGAGTTCGTGAACGACCGCCGACGCGTCCGCAAGGAGTACGACGAGTTCAAGGCCAGGATCAACAGCCTGGAGCATGACATCAAGCAGCGCAACGACGGGTACAACGCCGCCAACGCTCACCGGGAAGGCGAGCCCCGACCCACCTGGATGGCCGACGGCACCCAGTGGGAGGGCACCTGGGTCGACGCCTCCGAGAACCACCGCAGGGGCGACCACGCCGGCATCGTCCGGGTCAGTACTTACTATTCTTATTATCACTACCATTTACTTACTCCTACTTACTGTCTCTTTCCTACTAGAGTACATGTCTGCATGCATGCATGCTGCTGTTGTTGGAATCTTGGTTAGTAGTTAGGGCCTCGTTATTAGGGCATGTACAATGCATAGCCTTAAGGTGATGCCTCGCATGCCATGTAGGATCGGATATGACGTAAAGTAGGTTCGGATAGAGAAGCGGGATCCTCTCCAGGAGGCGGGTGCTTGAAGAGAAAATATGTGGTCCGGTGACAAAAGCTGAAAAGGTTGGAGTGAAAAATAAAGATGCATGTATACTAGAGTCTTTATTTTTTATTTTTTAATGAGGCCCACTAGTGATAGCTTGCATTGAAGAGAAAAAATTAATGTAGATGCTTTAAATTAGTTTTTGTCATGAGGCATATGTATTCATATGCCACCATTGTACATGCCCTTAGTGGCCATCTGATGTGATGCCTGCCTGCACTGCTGTGCCGATCCAAGGGAGATTTTGACAGAATGGACGTGGTGATAGTCGAGAGTGCAACCACCGGCCGGCCAGCCAAGCACACTTGTGGACAGACATGGAAGAGAACATGCATGCTTCTCTTCTCGCATCCGTCCTGTGGCCACCAACGTGTGGTTCCACTCATTCATGCTGTGACGAGGAATGGTGGTTGGGGTGGTCCTTTCCCCCCGACACCACTACAGCCTCCACTTTATGACCCATTTAATTCAATTCACCGGCCCTGCTTCTTTGTTAACTGCCTCAATCATTCATCACTTTACTCTGCCCAACTCTTAACCCTGTCTGTAGTAATAATTAATTACTCCAACCACTAATCACCCTAAGGTACCCCATAGTAGTAGTAACACTCCAGTAAGAATCATTTGACCTTTTATTACTATGGAGCAGTAACAGCTAAAATTAACCATGTCATTCATTTAACCTTGTTTTTTTTACTACCACTATCTGCCTAAGCTCAAGTTGTGATTTATCCGCAAAAAAGAAAAAGAGTCAAGTTGTGATTGTACTACTAGTGCAAGAGGAATGGAGTGCTGACAATGGTGTGTGTGCAATGGATGCAGGTGCTGCTGAACCACCCGAGCCACCGGCGGCAGACGGGCCCGCCGGCGAGCGCTGACAACCCACTGGACTTCAGCGGCGTGGATGCGCGTCTCCCCATGCTGGTGTACGTTTCCCGTGAGAAGCGCCCCGGACACGACCACCAGAAGAAGGCCGGCGCCATGAACGCGCTCACCCGCGCCTCCGCGCTGCTCTCCAACTCCCCCTTCATCCTCAACCTCGACTGCGACCATTACATCAACAACTCCCAGGCCCTCCGCGCCGGCATCTGCTTCATGGTGGGACGCGACAGCGACACCGTCGCCTTCGTCCAGTTCCCGCAGCGCTTCGAGGGCGTCGACCCCACCGACCTCTACGCCAACCACAACCGCATCTTCTTCGACGGCACCCTCCGTGCCCTCGACGGCATGCAGGGCCCCATCTACGTCGGCACCGGGTGTCTCTTCCGCCGCATCACCGTCTACGGCTTCGACCCGCCCAGGATCAACGTCGGCGGGCCCTGCTTCCCCAGGCTCGCCGGGCTCTTCGCCAAGACCAAGTACGAGAAGCCGAGCCTCGAGATGACAATGGCCAAGGCCAAGGCCGCGCCGGTGCCCGCCAAGGGGAAGCACGGCTTCCTGCCTCTGCCCAAGAAGACGTACGGCAAGTCGGACGCCTTCGTGGACAGCATCCCGCGCGCGTCGCACCCGTCGCCTTACGCGGCGGCGGCTGAGGGCATCGTGGCCGACGAGGCGACCATCGTGGAGGCGGTGAACGTGACGGCGGCGGCGTTCGAGAAGAAGACCGGGTGGGGCAAAGAGATCGGGTGGGTGTACGACACGGTGACGGAGGACGTGGTCACCGGGTACCGGATGCATATCAAGGGGTGGCGGTCACGCTACTGCTCCATCTACCCACACGCCTTCATCGGCACCGCACCCATCAACCTCACGGAGAGGCTCTTCCAGGTGCTCCGCTGGTCCACGGGCTCCCTCGAGATCTTCTTCTCCAAGAACAACCCGCTCTTCGGCAGCACCTACCTCCACCCGCTGCAGCGCGTCGCCTACATCAACATCACCACCTACCCCTTCACCGCCATCTTCCTCATCTTCTACACCACCGTGCCGGCGCTCTCCTTCGTCACCGGCCACTTCATCGTGCAGCGCCCCACCACCATGTTCTACGTCTACCTGGGCATCGTGCTCTCCACGCTGCTCGTCATCGCCGTGCTGGAGGTCAAGTGGGCCGGGGTCACCGTCTTCGAGTGGTTCAGGAACGGCCAGTTCTGGATGACGGCAAGTTGCTCCGCCTACCTCGCCGCCGTGTGCCAGGTGCTTACCAAGGTGATATTCCGGCGTGACATCTCCTTCAAGCTCACATCCAAGCTACCGTCGGGAGACGAGAAGAAGGACCCCTACGCCGACCTCTACGTGGTCCGCTGGACGCCGCTGATGATCACACCCATCATCATCATTTTCGTCAACATCATCGGATCCGCGGTGGCCTTCGCCAAGGTGCTGGACGGCGAGTGGACGCACTGGCTCAAGGTCGCCGGCGGGGTCTTCTTCAACTTCTGGGTGCTGTTCCACCTCTACCCGTTCGCCAAGGGCATCCTGGGGAAGCACGGCAAGACGCCAGTCGTGGTGCTCGTCTGGTGGGCATTCACCTTCGTCATCACCGCCGTGCTCTACATCAACATCCCCCACATGCATAGCTCGGGAGGCAAGCACACAACGGTGCATGGTCACCATGGCAAGAAGTTCGTCGACGCAGGGTACTACAACTGGCCGTGAGGTCCCTGTCCACTGTCCACGACTTTGCCGCCGCGCATCCGGACAAGATGACCTGAGACAAGAAACAACAAGTCATCCACTCAACAGTGCA
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ATGGCGCCAGCGGTGGCCGGAGGAGGCCGCGTGCGGAGCAATGAGCCTGCTGCTGCCGCTGCCAGCGACAAGCCCTGCGTGTGCGGCTTCCAGGTGTGCGCCTGCACGGGATCGGCCGCGGTGGCGTCCGCCGCCTCCTCGCTGGACATGGACATCGTGGCCATGGGGCAGATCGGCGCCGTCAACGACGAGAGCTGGGTGGGCGTGGAGCTCGGCGAGGACGGCGAGACCGACGAAAGCGGTGCCGCCGTTGACGACCGCCCCGTCTTCCGCACCGAGAAAATCAAGGGTGTCCTCCTCCACCCCTACCGGGTGCTGATCTTCGTCCGTCTCATCGCGTTCACCCTGTTCGTGATCTGGCGTATCTCCCACAAGAACCCTGACGCCATGTGGCTGTGGGTGACATCCATCTGCGGCGAGTTCTGGTTCGGCTTCTCCTGGCTGCTGGATCAGCTCCCCAAGCTGAACCCCATCAACCGCGTGCCGGACCTGGCCGTGCTCCGGCAGCGCTTCGACCGCCCCGACGGCACCTCCACGCTCCCTGGGCTGGACATCTTCGTCACCACGGCCGACCCCATCAAGGAGCCCATCCTCTCCACCGCCAACTCGGTGCTCTCCATCCTCGCCGCCGACTACCCCGTGGACCGCAACACATGCTACGTCTCCGACGACAGTGGCATGCTGCTCACCTACGAGGCCCTGGCTGAGTCCTCCAAGTTCGCCACCCTCTGGGTGCCCTTCTGCCGCAAGCACGGGATTGAGCCGAGGGGCCCGGAGAGCTACTTCGAGCTCAAGTCCCACCCCTACATGGGGAGAGCCCAGGACGAGTTCGTGAACGACCGCCGACGCGTCCGCAAGGAGTACGACGAGTTCAAGGCCAGGATCAACAGCCTGGAGCATGACATCAAGCAGCGCAACGACGGGTACAACGCCGCCAACGCTCACCGGGAAGGCGAGCCCCGACCCACCTGGATGGCCGACGGCACCCAGTGGGAGGGCACCTGGGTCGACGCCTCCGAGAACCACCGCAGGGGCGACCACGCCGGCATCGTCCGGGTGCTGCTGAACCACCCGAGCCACCGGCGGCAGACGGGCCCGCCGGCGAGCGCTGACAACCCACTGGACTTCAGCGGCGTGGATGCGCGTCTCCCCATGCTGGTGTACGTTTCCCGTGAGAAGCGCCCCGGACACGACCACCAGAAGAAGGCCGGCGCCATGAACGCGCTCACCCGCGCCTCCGCGCTGCTCTCCAACTCCCCCTTCATCCTCAACCTCGACTGCGACCATTACATCAACAACTCCCAGGCCCTCCGCGCCGGCATCTGCTTCATGGTGGGACGCGACAGCGACACCGTCGCCTTCGTCCAGTTCCCGCAGCGCTTCGAGGGCGTCGACCCCACCGACCTCTACGCCAACCACAACCGCATCTTCTTCGACGGCACCCTCCGTGCCCTCGACGGCATGCAGGGCCCCATCTACGTCGGCACCGGGTGTCTCTTCCGCCGCATCACCGTCTACGGCTTCGACCCGCCCAGGATCAACGTCGGCGGGCCCTGCTTCCCCAGGCTCGCCGGGCTCTTCGCCAAGACCAAGTACGAGAAGCCGAGCCTCGAGATGACAATGGCCAAGGCCAAGGCCGCGCCGGTGCCCGCCAAGGGGAAGCACGGCTTCCTGCCTCTGCCCAAGAAGACGTACGGCAAGTCGGACGCCTTCGTGGACAGCATCCCGCGCGCGTCGCACCCGTCGCCTTACGCGGCGGCGGCTGAGGGCATCGTGGCCGACGAGGCGACCATCGTGGAGGCGGTGAACGTGACGGCGGCGGCGTTCGAGAAGAAGACCGGGTGGGGCAAAGAGATCGGGTGGGTGTACGACACGGTGACGGAGGACGTGGTCACCGGGTACCGGATGCATATCAAGGGGTGGCGGTCACGCTACTGCTCCATCTACCCACACGCCTTCATCGGCACCGCACCCATCAACCTCACGGAGAGGCTCTTCCAGGTGCTCCGCTGGTCCACGGGCTCCCTCGAGATCTTCTTCTCCAAGAACAACCCGCTCTTCGGCAGCACCTACCTCCACCCGCTGCAGCGCGTCGCCTACATCAACATCACCACCTACCCCTTCACCGCCATCTTCCTCATCTTCTACACCACCGTGCCGGCGCTCTCCTTCGTCACCGGCCACTTCATCGTGCAGCGCCCCACCACCATGTTCTACGTCTACCTGGGCATCGTGCTCTCCACGCTGCTCGTCATCGCCGTGCTGGAGGTCAAGTGGGCCGGGGTCACCGTCTTCGAGTGGTTCAGGAACGGCCAGTTCTGGATGACGGCAAGTTGCTCCGCCTACCTCGCCGCCGTGTGCCAGGTGCTTACCAAGGTGATATTCCGGCGTGACATCTCCTTCAAGCTCACATCCAAGCTACCGTCGGGAGACGAGAAGAAGGACCCCTACGCCGACCTCTACGTGGTCCGCTGGACGCCGCTGATGATCACACCCATCATCATCATTTTCGTCAACATCATCGGATCCGCGGTGGCCTTCGCCAAGGTGCTGGACGGCGAGTGGACGCACTGGCTCAAGGTCGCCGGCGGGGTCTTCTTCAACTTCTGGGTGCTGTTCCACCTCTACCCGTTCGCCAAGGGCATCCTGGGGAAGCACGGCAAGACGCCAGTCGTGGTGCTCGTCTGGTGGGCATTCACCTTCGTCATCACCGCCGTGCTCTACATCAACATCCCCCACATGCATAGCTCGGGAGGCAAGCACACAACGGTGCATGGTCACCATGGCAAGAAGTTCGTCGACGCAGGGTACTACAACTGGCCGTGA
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