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Supplementary Figure 1

General scheme of the molecular interference assay using SHAPE chemistry,
performed in the present work.
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Supplementary Figure 2

Representative double filter retention assay to monitor the 40S recruitment by
the non-related RNA-100. Figure shows an autoradiography of nitrocellulose
(upper) and nylon (lower) membranes from a titration experiment using a fixed
concentration of 0.1 nM of the internally radiolabelled RNA-100 and increasing
amounts of the 40S subunit. Quantitative analysis was performed as described

in Methods section. The results are shown as % of complex in the bottom row.
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