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SUPPLEMENTAL INFORMATION



SUPPORTING INFORMATION

Figure S1. The YgiM(TA) does not accumulate at mitochondria upon deletion of Msp1p.
mCherry-YgiM(TA), encoded by plasmid b274 was expressed in msp1A (CDD1154) cells. (a)
Peroxisomes were labelled with sSfGFP-ePTS1 expressed from plasmid b311, or (b) mitochondria
were labelled by Cox4pre-GFP expressed from plasmid pHS1, and live cells were examined by

fluorescence microscopy.

Figure S2. The Pex15 cytosolic domain fused to the Fis1p TA is not functional. (a)
pex15A/pex15A strain CDD1182 was transformed with plasmids expressing the Pex15p cytosolic
domain (cyto) fused to the Fis1p(TA) (b327) or with empty vector pRS316, and plasmid b354 was
removed by counter-selection. sfGFP-ePTS1 expressed from plasmid b311 was examined as in

Figure 2e. Representative images are provided in (b).

Figure S3. The Pex14p-sfGFP fusion protein is functional and detectable in mutants in which
PMP trafficking is blocked. WT (CDD1200), pex34 (CDD1201), and pex19A (CDD1202) strains, all
harboring a chromosomal PEX14-sfGFP allele, were transformed with plasmid b364 expressing

mCherry-ePTS1 and examined by live-cell microscopy.

Figure S4. The Pex15(TA) can be found at Pex14p-positive PPCs upon disruption of PMP
trafficking to peroxisomes. (a) WT (CDD1200) (b) pex3A (CDD1201) or (c) pex194 (CDD1202)
cells expressing mCherry-Pex15(TA) from plasmid b365 were examined as in Figure 3. White
arrows provide examples of locations at which Pex14p-sfGFP resides near mCherry-Pex15(TA). (d)
The Pex15(TA) is partially mislocalized to mitochondria in wild-type cells. Strain BY4741 was
transformed with plasmid b365, expressing mCherry-Pex15(TA), and with plasmid pHS1,

expressing Cox4pre-GFP. Live cells were examined by fluorescence microscopy.

Figure S5. The Pex15(TA) is concentrated at the endoplasmic reticulum upon deletion of the
Spf1 protein. WT (BY4742) or spf1A (CDD949) cells expressing mCherry-Pex15(TA) from plasmid
b365 and either (a) Sec63p-GFP from plasmid pJK59 or (b) sfGFP-ePTS1 expressed from plasmid

b311 were examined by fluorescence microscopy.

Table S1. Materials used in this study. Strains (a), plasmids (b), oligonucleotides (c), and

antibodies (d) are provided, along with construction details.
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