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Supplementary Figure S1 (A) Lipid class and (B) fatty acid composition of 

Scenedesmus sp. under phosphorus feeding intervals of 48 h. 

 

 

 

 

 



Database No. of unigene hits Percentage 

NR 20356 50.92% 

NT 4521 11.31% 

Swiss-Prot 10663 26.67% 

KEGG 12476 31.21% 

COG 10157 25.41% 

GO 9265 23.18% 

ALL 20983 52.49% 

Supplementary Table S1 Summary statistics of functional annotation of unigenes in 

databases. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

Supplementary Figure S2 Nr classifications. (A) E-value distributions (B) Similarity 

distributions (C) Species distributions. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Supplementary Figure S3 GO classification of all unigenes. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Supplementary Figure S4 COG function classification of all unigenes. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Supplementary Figure S5 GO classification of differentially expressed genes. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure S6 Number of differentially expressed genes in the lipid 

metabolism pathway. 

 

 

 

 

 

 

 


