Supplementary Information

Transcriptome analysis for phosphorus starvation-induced lipid

accumulation in Scenedesmus sp.

Fangfang Yang, Wenzhou Xiang, Tao Li and Lijuan Long*

Key Laboratory of Tropical Marine Bio-resources and Ecology, South China Sea

Institute of Oceanology, Chinese Academy of Sciences, Guangzhou 510301, China



=

100

_ [ ] P-replete
% 80 | 7 P-starvation
=
°
“ 60 |
&

=
.g 40 +
7

o

8,

&
S 20 +

0 . N . . . .
Neutral lipid Glycolipid Phospholipid
B
0
- 30 %7_ [ | P-replete T
% % P-starvation
i 7
S 7
§ 20 I //
= 7
% 7 L
E
g 10} %
&
© %
% 2
0 |; ] I——E? 7 [

Cl6:0 Cle:1 Cle:2 Cl6:3 CI18:0 CI18:1 C18:2 C18:3 C20:0

Supplementary Figure S1 (A) Lipid class and (B) fatty acid composition of

Scenedesmus sp. under phosphorus feeding intervals of 48 h.



Database No. of unigene hits Percentage

NR 20356 50.92%
NT 4521 11.31%
Swiss-Prot 10663 26.67%
KEGG 12476 31.21%
COG 10157 25.41%
GO 9265 23.18%
ALL 20983 52.49%

Supplementary Table S1 Summary statistics of functional annotation of unigenes in

databases.



(A) E-value Distribution (B) Similarity Distribution
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(C) Species Distribution
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Supplementary Figure S2 Nr classifications. (A) E-value distributions (B) Similarity

distributions (C) Species distributions.
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Supplementary Figure S3 GO classification of all unigenes.
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Function Class

A ANA processing and modification

B: Chromatin structure and dynamics

C: Energy production and comersion

ID: Cell cycle control, cell division, chromesome partitioning
E: Amino acid transport and medabalism

F: Muclectide transport and metabolism

G: Carb transport and li

H: Coenzyme transport and metabolism

I: Lipid transpornt and metabelism

J: Translation, ribosomal structure and biogenesis

K: Transcription

L: Replication, recombination and repair

M: Cell wall'membrane/ervelope biogenesis

M: Call motility

2 Pasttranslational medificalion, protesn lurnover, chaperanes

P Inorganic ion transport and metabolism

[*3 Yy i i is, transport and
R: General function prediction only

5: Funclicn wnknown

T: Signal transduction mechanisms

U Intracellular trafficking, secretion, and vesicular franspert
. Defense mechanisms

W: Extracellular struetures

: Nuclear structure

Z: Cyloskeleton

Supplementary Figure S4 COG function classification of all unigenes.
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Supplementary Figure S5 GO classification of differentially expressed genes.
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Supplementary Figure S6 Number of differentially expressed genes in the lipid

metabolism pathway.



