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Supplementary Figure 1
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Supplementary Figure 1. Deuterium-labeled internal standard calibration curves, utilized
for purposes of quantitative recovery. Deuterium-labeled standards were diluted in matrix
obtained from 1.0 mL fresh human serum or plasma after solid-phase extraction and taken to LC-

MS/MS.



Supplementary Table 1. LM-SPM parent and daughter ion fragmentation
masses

DHA bioactive metabolome Q1 Q3
RvD1 375 121
AT-RvD1 375 121
RvD2 375 215
RvD3 375 147
AT-RvD3 375 147
RvD5 359 199
RvD6 359 159
PD1 359 153
AT-PD1 359 153
10S,17S-diHDHA 359 153
22-OH-PD1 375 153
22-COOH-PD1 389 153
MaR1 359 221
7S,14S-diHDHA 359 250
4S,14S-diHDHA 359 101

EPA bioactive metabolome

RVE1 349 195
RVE2 333 213
RVE3 333 201

IAA bioacive metabolome

LXA, 351 115
AT-LXA, 351 115
LXB, 351 221
AT-LXB, 351 221
5S,15S-diHETE 335 235
LTB, 335 195
R20-OH-LTB4

R0-COOH-LTB, 365 195
5S,12S-diIHETE 335 195
PGD, 351 189
PGE, 351 189
PGF., 351 193
TXB, 369 169
DHA pathway markers

17-HDHA 343 245
14-HDHA 343 205
7-HDHA 343 141
4-HDHA 343 101
EPA pathway markers

18-HEPE 317 259
15-HEPE 317 219
12-HEPE 317 179
5-HEPE 317 115
AA pathway markers

15-HETE 319 259
12-HETE 319 179

o-HETE 319 115




Supplementary Table 2

Human serum LM-SPM profile from endotoxin challenge timecourse after placebo
0 hour

Mediator

RvDI1 2.7
RvD2

RvD3

RvD4

RvD5

RvD6

AT-RvD1

AT-RvD3

PDI

AT-PD1
108,17S-diHDHA
22-OH-PD1
Maresin 1
78,14S-diHDHA
48,14S-diHDHA

RvEL 37
RvE2
RvE3

LXA,
LXB,

58,15S-diHETE
AT-LXA, 0.2
AT-LXB,

LTB, 176
20-OH-LTB, 28.2
20-COOH-LTB,
5S,12S-diHETE

PGD, 10.6
PGE, 49.6
PGF,, 18.3
TXB, 1431.9
17-HDHA 35.4
14-HDHA 279.0
7-HDHA

4-HDHA 24.1
DHA 703971.5
18-HEPE 354.4
15-HEPE 102.4
12-HEPE 1216.0
5-HEPE 42.7
EPA 57657.1
15-HETE 753.7
12-HETE 13213.1
5-HETE 198.9

AA 176521.0
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Supplementary Table 3

Human serum LM-SPM profile from endotoxin challenge timecourse after n3 FA

Mediator

RvDI1 100.1
RvD2

RvD3

RvD4

RvDS5

RvD6

AT-RvD1

AT-RvD3

PD1

AT-PD1
10S,17S-diHDHA
22-OH-PD1
Maresin 1
7S,14S-diHDHA
4S,14S-diHDHA

RVEIL 7.0
RVE2

RVE3

LXA,

LXB,

5S,15S-diHETI 2415
AT-LXA, 0.7
AT-LXB,

LTB, 28.1
20-OH-LTB, 53.3

20-COOH-LTB,
5S,12S-diHETE

PGD, 75.8
PGE, 228.1
PGF,, 156.2
TXB, 1864.1
17-HDHA 138.7
14-HDHA 1671.5
7-HDHA

4-HDHA 118.2
DHA 1398031.1
18-HEPE 2117.0
15-HEPE 547.9
12-HEPE 36875.7
5-HEPE 162.5
EPA 292040.8
15-HETE 1417.6
12-HETE 26891.6
5-HETE 217.5
AA 338750.0
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Supplementary Table 4

Human plasma LM-SPM profile from endotoxin challenge timecourse after placebo
0 hour

Mediator
RvD1
RvD2
RvD3
RvD4
RvD5
RvD6
AT-RvD1
AT-RvD3

PDI1

AT-PD1
10S,17S-diHDHA
22-OH-PD1
Maresin 1
78,14S-diHDHA
48,14S-diHDHA

RVEI
RVE2
RVE3

LXA,
LXB, 4.2
5S,15S-iHETE 1.4
AT-LXA, 21
AT-LXB,

LTB,

20-OH-LTB,
20-COOH-LTB,
58,128-diHETE

PGD, 0.1
PGE,

PGF,, 42
TXB, 2.1
17-HDHA 15.5
14-HDHA 7.6
7-HDHA 3.1
4-HDHA 4.7
DHA 17339.0
18-HEPE 21.7
15-HEPE 18.9
12-HEPE 13.8
5-HEPE 6.1
EPA 4266.3
15-HETE 31.2
12-HETE 27.6
5-HETE 14.0

AA 16396.2
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Supplementary Table 5

Human plasma LM-SPM profile from endotoxin challenge timecourse after n3 FA
0 hour

Mediator
RvD1
RvD2
RvD3
RvD4
RvD5
RvD6
AT-RvD1
AT-RvD3

PDI1

AT-PDI
108,17S-diHDHA
22-OH-PD1
Maresin 1
78,14S-diHDHA
48,14S-diHDHA

RVE1
RvE2
RVE3

LXA, 0.2
LXB, 2.7
58,15S-diHETE 1.9
AT-LXA, 0.5
AT-LXB,

LTB,

20-OH-LTB, 05
20-COOH-LTB,
58,12S-diHETE

PGD,

PGE,

PGF,, 46
TXB,

17-HDHA 43.1
14-HDHA 12.4
7-HDHA 3.7
4-HDHA 9.3
DHA 23459.2
18-HEPE 101.9
15-HEPE 60.5
12-HEPE 59.0
5-HEPE 22.0
EPA 18024.1
15-HETE 27.3
12-HETE 19.0
S-HETE 13.2
AA 17424.7
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