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Supplementary Figure 1. Agarose gel (3%) electrophoresis showing amplicon size
for ten candidate reference genes.
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Supplementary Table S1. Ct values obtained for each candidate gene in both
HLN and liver tissues.



HLN-+liver

Statistical parameter PGK1 B2M G6PD SDHA RPLP0 GUSB ACTB HSP90 GYPC TUBB
Obs ervations 168 168 168 168 168 168 168 168 168 168
Minnimum value 17470 12290 19,080 18250 13450 20,830 13,500 15290 19,820 22,680
Maximun value 22,140 16370 26,790 21,540 18830 25,640 18990 19,700 23,720 32,940
1st Quartil 19,790 12,938 21,465 19390 14,080 22290 14208 16,673 20,688 24,165
Median 20235 14,170 22,110 20,035 15240 22,850 14,885 17470 21,760 25,690
3rd Quartil 20,840 15,045 24823 20,763 16,565 23415 16360 17933 22,833 30,838
Average 20273 14,041 23,012 20,052 15463 22813 15317 17,293 21,753 27205
Variance (n-1) 0,661 1,181 3,791 0680 2280 0,661 1,647 0,737 1,302 11,617
Standard deviation (n-1) 0813 1,087 1,947 085 1513 0813 1283 0858 1,141 3408
HLN

Statistical parameter PGKI B2M G6PD SDHA RPLP0 GUSB ACTB HSP99 GYPC TUBB
Obs ervations 84 84 84 84 84 84 84 84 84 84
Minnimum value 17470 12290 20360 18250 13450 22,580 13,500 15290 19,820 25,670
Maximun value 21,860 16370 26,790 21,540 18830 24240 17,740 17950 21910 32,940
1st Quartil 19483 12,788 21,178 20,090 13950 23,040 13998 16240 20398 29,850
Median 19,800 12,955 21,640 20,690 14,080 23395 14195 16,665 20,685 30,845
3rd Quartil 20,110 13,265 22,010 21,013 14293 23,683 14730 17,075 20,933 31,443
Average 19,817 13,243 22,005 20431 14486 23368 14356 16,618 20,699 30,341
Variance (n-1) 0,596 0,706 2345 0754 1673 0,153 0311 0379 0172 2885
Standard deviation (n-1) 0,772 0,840 1,531 0868 1293 0391 0558 0616 0414 1,699
Liver

Statistical parameter PGKl B2M G6PD SDHA RPLP0 GUSB ACTB HSP90 GYPC TUBB
Obs ervations 84 84 84 84 84 84 84 84 84 84
Minnimum value 19,080 12,800 19,080 18,660 14,590 20,830 14260 16,880 21,650 22,680
Maximun value 22,140 15800 26,790 20930 18830 25640 18990 19,700 23,720 25,710
1st Quartil 20,348 14,618 23,723 19290 15,725 21,880 15,503 17,740 22,618 23,453
Median 20,730 15,000 24280 19,610 16455 22290 16360 17930 22,835 24,140
3rd Quartil 21,050 15203 25,195 20,018 16975 22,603 16,720 18,083 23,035 24,593
Average 20,728 14,840 24018 19,673 16439 22259 16278 17969 22,807 24,068
Variance (n-1) 0313 038 3,232 0323 1003 055  LI133 0179 0200 0,576
Standard deviation (n-1) 0,560 0,616 1,798 0568 1001 0,745 1,065 0423 0448 0,759

Supplementary Table S2.

Comparison of candidate reference gene expression stabilities by descriptive statistics
using the XLStat v.19.4.45191 software (Addisoft) to calculate the statistical
parameters of Ct values. Data in this table were used to obtain the box-plots shown in

Figure 3.



