
SUPPLEMENTARY INFORMATION 

1 

 

Higher abundance of enterovirus A species in the gut of children with islet autoimmunity 

 

Ki Wook Kim1,2¶, Jessica L. Horton1,2¶, Chi Nam Ignatius Pang3, Komal Jain4, Preston Leung5, 

Sonia R. Isaacs1,2, Rowena A. Bull5, Fabio Luciani5, Marc R. Wilkins3, Jacki Catteau6, W. Ian 

Lipkin4,7, William D. Rawlinson1,2,8, Thomas Briese4,9& and Maria E. Craig1,2,6,10&* 

 

1 School of Women’s and Children’s Health, University of New South Wales Faculty of 

Medicine, Sydney, Australia 

2 Virology Research Laboratory, Prince of Wales Hospital Randwick, Sydney, Australia 

3 School of Biotechnology and Biomedical Sciences, University of New South Wales Faculty of 

Science, Sydney, Australia 

4 Center for Infection and Immunity, Mailman School of Public Health, Columbia University, 

New York, USA 

5 Systems Medicine, Inflammation and Infection Research Centre, School of Medical Sciences, 

University of New South Wales Faculty of Medicine, Sydney, Australia 

6 Institute of Endocrinology and Diabetes, Children’s Hospital at Westmead, Sydney, Australia 

7 Department of Pathology and Neurology, College of Physicians & Surgeons, Columbia 

University, New York, USA 

8 Serology and Virology Division, South Eastern Area Laboratory Services Microbiology, Prince 

of Wales Hospital, Sydney, Australia 

9 Department of Epidemiology, Mailman School of Public Health, Columbia University, New 

York, USA 

10 Discipline of Child and Adolescent Health, University of Sydney, Sydney, Australia 

 

¶KWK and JLH are Joint First Authors. 

&MEC and TB are Joint Senior Authors. 

*Corresponding author 



SUPPLEMENTARY INFORMATION 

2 

 

 

Supplementary Table 1. Viruses detected in faeces and plasma collected from the same visit. 
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Supplementary Figure 1. Comparison of virus detection by VirCapSeq-VERT vs targeted 

real-time PCR (qPCR). (Top) Five case and five control faeces identified as EV-positive by 

VirCapSeq-VERT. Two of the control specimens tested negative (neg) by EV-specific qPCR. 

(Bottom) Multiplex qPCR of 10 faecal specimens identified as positive for astroviruses, 

sapoviruses and noroviruses by VirCapSeq-VERT. One astrovirus positive specimen tested 

negative (neg) by multiplex qPCR. 



SUPPLEMENTARY INFORMATION 

4 

 

 

Supplementary Table 2. Virus positivity in faeces collected before and at seroconversion to IA.  

  

Variable n Virus Positive (%) Virus Negative (%) P value 

Case (before seroconversion) 14 9 (64.3) 5 (35.7) 

0.70 

Control 15 11 (73.3) 4 (26.7) 

Case (at seroconversion) 18 12 (66.7) 6 (33.3) 

0.71 

Control 17 13 (76.5) 4 (23.5) 
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Supplementary Table 3. Reference genome coverage of EVs detected in faeces. 
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Supplementary Figure 2. Volcano plots of viruses differentially abundant between case and 

control children in faeces using the 100 read virus positivity threshold. Data from faeces collected 

before and at seroconversion to IA analysed and plotted separately. Only differentially abundant 

viruses with false discovery rate below 5% (q<0.05) as determined by edgeR are represented. 

Enterovirus A types represented in red, enterovirus B types in blue and all other viruses in grey. 
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