Table S1. Previous association studies of tuberculosis susceptibility candidate genes investigated in this study.
	Gene/polymorphisms
	Genetic model
	Population
	Phenotype
	Case, N
	Control,  N
	P
	OR(95%CI)
	reference

	IL1B
	
	
	
	
	
	
	
	

	[bookmark: OLE_LINK61][bookmark: OLE_LINK62][bookmark: OLE_LINK63][bookmark: OLE_LINK69][bookmark: OLE_LINK73]rs1143634
	Homozygote
	Cambodian
	[bookmark: OLE_LINK66][bookmark: OLE_LINK67]PTB
	358
	106
	0.780
	-
	1

	
	Allele
	Gambian
	[bookmark: OLE_LINK70][bookmark: OLE_LINK71]PTB
	335
	298
	0.440
	0.87(0.61-1.24)
	2

	
	Heterozygote
	Caucasian
	PTB
	78
	82
	0.500
	0.84 (0.48-1.47)
	3

	
	Allele
	Indian
	TB
	100
	100
	0.395
	0.40(0.55–1.30)
	4

	
	Allele
	American
	TB
	48
	49
	[bookmark: OLE_LINK155][bookmark: OLE_LINK156]0.049
	
	5

	[bookmark: OLE_LINK76][bookmark: OLE_LINK77][bookmark: OLE_LINK78][bookmark: OLE_LINK88][bookmark: OLE_LINK90][bookmark: OLE_LINK91]rs16944
	Heterozygote
	Gambian
	PTB
	335
	298
	[bookmark: OLE_LINK86][bookmark: OLE_LINK87]0.027
	0.66(0.45.0.97)
	2

	
	[bookmark: OLE_LINK148][bookmark: OLE_LINK149]Heterozygote
	Chinese
	TB
	1553
	1432
	0.682
	0.98(0.88–1.08)
	6

	[bookmark: RANGE!C5][bookmark: OLE_LINK92]rs1143623
	Heterozygote
	Chinese
	TB
	1553
	1432
	0.673
	0.98(0.88–1.09)
	6

	IL6
	
	
	
	
	
	
	
	

	[bookmark: OLE_LINK93][bookmark: OLE_LINK94]rs17147230
	Allele
	Chinese
	TB
	334
	388
	0.772
	1.03(0.83–1.28)
	7

	[bookmark: OLE_LINK95][bookmark: OLE_LINK96][bookmark: OLE_LINK97]rs1800795
	Dominant
	Meta-analysis
	TB
	2635
	3049
	0.188
	0.69(0.58-0.83)
	8

	[bookmark: OLE_LINK98][bookmark: OLE_LINK99]rs2069837
	Dominant
	Tibetan
	[bookmark: OLE_LINK103][bookmark: OLE_LINK104]PTB
	476
	503
	<0.001
	1.97(1.53–2.55)
	9

	TNF
	
	
	
	
	
	
	
	

	[bookmark: OLE_LINK100][bookmark: OLE_LINK101][bookmark: OLE_LINK102][bookmark: OLE_LINK105]rs1799964
	Allele
	Uygur
	PTB
	306
	280
	[bookmark: OLE_LINK124][bookmark: OLE_LINK125]>0.05
	0.99(0.75-1.32)
	10

	[bookmark: OLE_LINK106][bookmark: OLE_LINK107][bookmark: OLE_LINK108]rs1800630
	Allele
	Uygur
	PTB
	306
	280
	<0.05
	2.53(1.73-3.69)
	10

	
	Allele
	Chinese
	PTB
	543
	544
	0.007
	2.42(1.28-4.59)
	11

	[bookmark: OLE_LINK109][bookmark: OLE_LINK110][bookmark: OLE_LINK111][bookmark: OLE_LINK112][bookmark: OLE_LINK113][bookmark: OLE_LINK114][bookmark: OLE_LINK115][bookmark: OLE_LINK118][bookmark: OLE_LINK123]rs1799724
	[bookmark: OLE_LINK116][bookmark: OLE_LINK117]Allele
	Chinese
	PTB
	543
	544
	0.0009
	0.67(0.52–0.85)
	11

	[bookmark: _Hlk520278316]
	Allele
	Uygur
	PTB
	306
	280
	>0.05
	1.05(0.78-1.42)
	10

	
	Allele
	Japanese
	TB
	87
	265
	0.522
	-
	12

	[bookmark: OLE_LINK119][bookmark: OLE_LINK120][bookmark: OLE_LINK126][bookmark: OLE_LINK129][bookmark: OLE_LINK130][bookmark: OLE_LINK131][bookmark: OLE_LINK132][bookmark: OLE_LINK135]rs1800629
	Allele
	Mozambican
	TB
	102
	456
	0.005
	2.88(8–4.77)
	13

	
	Allele
	Tunisian
	PTB
	76
	95
	0.024
	1.96(1.04-3.71)
	14

	[bookmark: _Hlk520282151]
	Allele
	Uygur
	PTB
	306
	280
	[bookmark: OLE_LINK133][bookmark: OLE_LINK134]>0.05
	1.29(0.99-1.69)
	10

	
	Allele
	Chinese
	PTB
	190
	362
	0.540
	0.79(0.37–1.68)
	15

	
	Allele
	Turkish
	PTB
	92
	42
	0.814
	1.05(0.68-1.60)
	16

	
	Allele
	Indian
	TB
	176
	155
	>0.05
	-
	17

	[bookmark: OLE_LINK136][bookmark: OLE_LINK137]rs361525
	Allele
	Chinese
	PTB
	190
	362
	0.589
	0.82(0.39–1.70)
	15

	
	Allele
	Uygur
	PTB
	306
	280
	>0.05
	1.48(0.770-2.86)
	10

	
	Allele
	Japanese
	TB
	87
	265
	0.430
	-
	12



Abbreviation: PTB, pulmonary tuberculosis; CI, confidence interval; OR, odds ratio;
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