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Supplementary information  

Figure S1 

 

 

 

Supporting information for Figure 2: “Analysis of transgene integration and homoplasmic 

state”. PCR analysis to confirm integration of the recombinant vector into the wild-type plastome, 

using Fw1 and Rv1 (PCR product 1) and Fw2 and Rv2 primers (PCR product 2). WT: wild-type 

tobacco plant. MW: Lambda BstEII marker. This image corresponds to the full size image from 

where Figure 2A was prepared.  
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Figure S2 
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Supporting information for Figure 3: “Characterization of transcripts containing the 

glucanase and AP24 sequence of transplastomic plants”. (A) Northern blot using glucanase 

(left panel) and AP24 (right panel) probes showing transcript generation. These images correspond 

to the scanned autoradiographs of full size blots for each probe, using autoradiography films (GE 

Healthcare Amersham). Samples A, B, C, D and E correspond to transgenic plants not related to 

this work. Transcripts observed for utrAP24-Gluc plants: *, policistronic; **, tricistronic; ***, 

dicistronic; and endogenous glucanase and AP24 (< and >>, respectively). Below: Total rRNA as 

observed under UV light was included as loading control. (B) Images correspond to the same full 

size blots as in (A) after a reduced exposure using a BAS Storage Phosphor Screen (Fujifilm). 
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