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Supplementary Material



Table S1: GC-EAG peaks in volatile odour samples collected from human feet confirmed by co-injection. An. gambiae infected with P. falciparum infection stages tested with EAG: O = oocyst, S = sporozoite, U1 = uninfected control for oocyst stage, U2 = uninfected control for sporozoite stage. Where a peak consisted of multiple compounds which could not be separated, all are listed. N = 4-6 replicates for all treatments. KI = Kovats Index.
	Peak
	Compound
	KI
	Infection stage responding
	Peak
	Compound
	KI
	Infection stage responding

	1
	N,N-Dimethylformamide
	737
	U1+U2+O+S
	20
	Acetophenone
	1041
	O

	2
	Toluene
	754
	O+S
	21
	Nonanal
	1085
	O+S

	3
	Unidentified
	778
	U2+S
	22
	Undecane
	1099
	U2

	4
	Hexanal
	777
	S
	 
	2-Ethylhexanoic acid
	1104
	U2

	5
	Unidentified
	788
	U1+S
	23
	Camphor
	1124
	U2

	6
	Unidentified
	799
	O+S
	24
	1-Nonanol
	1159
	U1+O

	7
	4-Hydroxy-4-methyl-2-pentanone
	815
	O+S
	 
	Unidentified
	1173
	U1+O

	8
	2,4-Dimethylheptane
	827
	U2+S
	25
	Benzothiazole
	1202
	O

	9
	Unidentified
	832
	U1
	26
	Unidentified
	1261
	U1+U2

	10
	Ethylbenzene 
	852
	U2
	27
	Unidentified
	1288
	O

	11
	1,3-Dimethylbenzene
	860
	S
	28
	4-Ethylbenzoic acid
	1335
	O

	12
	4-Methyloctane
	868
	U1+S
	29
	Tetradecane
	1399
	U1

	13
	Styrene
	878
	O
	30
	Verdyl acetate
	1404
	S

	14
	Nonane
	902
	U2
	31
	Geranylacetone
	1434
	U1

	15
	Benzaldehyde
	934
	U1
	32
	1-Dodecanol
	1460
	U1

	16
	Phenol
	956
	O+S
	33
	Pentadecane
	1500
	U1

	 
	3-Ethyltoluene
	955
	O+S
	34
	Dodecanoic acid
	1535
	S

	 
	4-Ethyltoluene
	957
	O+S
	35
	Unidentified
	1590
	S

	17
	2-Ethyltoluene
	969
	U1+S
	36
	Unidentified
	1662
	O

	18
	Decane
	998
	U2+S
	37
	Isopropyl myristate
	1810
	U2

	19
	Limonene
	1026
	U1+O+S
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Fig S1. Dose response EAG to benzothiazole of female An. stephensi mosquitoes given an uninfected bloodmeal (control) or P. berghei infected bloodmeal which showed the presence (infected) or absence (challenged) of parasites upon dissection. EAG was carried out at: A) 8-10 days post challenge (oocyst stage), or B) 15-16 days post challenge (sporozoite stage). Here, compounds are tagged when significantly different from the negative control (*** p<0.001, ** p<0.01, * p<0.05) or, as indicated with a comparative line, when different between infection status.
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