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Supplementary Table S1 
CASP9-­‐1	
   5’-GTCTGTACATGTTCAGTACAATGC-3’ 	
   CASP9	
  
CASP9-­‐2	
   5’-CCACCTGCAGCTCTTCCA-3’ 	
   CASP9	
  
CASP9-­‐3	
   5’-CAGTCATCCGGAGACCTAAACC-3’ 	
   CASP9	
  
CASP9-­‐4	
   5’-AGATGCCCAGCACTATGCTAAG-3’ 	
   CASP9	
  
CASP9-­‐5	
   5’-GGTGCCTGGCAAATAGCAAT-3’ 	
   CASP9	
  
CASP9-­‐6	
   5’-TCAACAAAAATTCACCAAAACTCA-3’ 	
   CASP9	
  
CASP9-­‐7	
   5’-GCAAGTACTCAATAATGTTCACC-3’ 	
   CASP9	
  
CASP9-­‐8	
   5’-GGGGTGATTCCAGCATAGGTTC-3’ 	
   CASP9	
  
CASP9-­‐9	
   5’-CTTCTGCGTCTGAACTTGAACC-3’ 	
   CASP9	
  
CASP9-­‐10	
   5’-CTGAAAGAAAGAAGGCTGGATGC-3’ 	
   CASP9	
  
CASP9-­‐11	
   5’-AGGAAGGAAACTACCGCTTGCT-3’ 	
   CASP9	
  
CASP9-­‐12	
   5’-TCCCTTTCACCGAAACAGCA-3’ 	
   CASP9	
  
BCL2-­‐1	
   5’-ATCACAGGACTTCTGCGAATACCG-3’ BCL2	
  
BCL2-­‐2	
   5’-GTGGAGCCGGCGAAATAAAATC-3’ BCL2	
  
BCL2-­‐3	
   5’-TGCAGCCCAGACAAATGTGGTTAC-3’ BCL2	
  
BCL2-­‐4	
   5’-CTCCCTGATCCAAACTTGGGAATG-3’ BCL2	
  
BCL2-­‐5	
   5’-TATGCGCGTGGGAGGTGT-3’ BCL2	
  
BCL2-­‐6	
   5’-GGACGGGGTGAACTGGGGGAGGAT-3’ BCL2	
  
BCL2-­‐7	
   5’-TCTGCCTTCCCCATTCAACTATTA-3’ BCL2	
  
BCL2-­‐8	
   5’-CCCCTTCCTCTTGCTGGTATC-3’ BCL2	
  
BCL2-­‐9	
   5’-GATAGTGATGAAGTACATCC-3’ BCL2	
  
BCL2-­‐10	
   5’-GAGGGTCAGGTGGACCACAGGTG-3’ BCL2	
  

BCL2-­‐RNAF	
   5’-GTGGTGGAGGAGCTCTTCAG-3’ BCL2	
  
BCL2-­‐RNAR	
   5’- 	
  CAAACTGAGCAGAGTCTTCAG-3’ BCL2	
  
BCL2-­‐	
  RNAR2	
   5’-CCAAGTGCACCTACCCAGCC-3’ BCL2	
  
BCL2-­‐	
  PolyAF*	
   5’- 	
  AGATACTGGTTGTGCCTGGAATTGT-3’ BCL2	
  
BCL2-­‐	
  PolyAR*	
   5’- 	
  GTAAGGCAATCCCTTAGCCTGGTCCCT-3’ BCL2	
  
BCL2-­‐	
  EREF*	
   5’- 	
  GTCGCCAGGACCTCGCCGCTGCA-3’ BCL2	
  
BCL2-­‐	
  ERER*	
   5’-	
  CTGGCTGGACATCTCGGCGAAGT-3’ BCL2	
  
CAV1-­‐1	
   5’-GAAGAGAAGCCAGGAATGTTTTAT-3’ CAV1	
  
CAV1-­‐2	
   5’-CTGCTGGGGGTTCGAAGAGGTG-3’ CAV1	
  
CAV1-­‐3	
   5’-CCGGGAGAAGCCTGCGGCTGC-3’ CAV1	
  
CAV1-­‐4	
   5’-CCTTGGGACGGTGAGATG-3’ CAV1	
  
CAV1-­‐5	
   5’-CGTATTTTCTTTGTCTTTAGTCCT-3’ CAV1	
  
CAV1-­‐6	
   5’-TGCCTCCTCCCCCATCTT-3’ CAV1	
  
CAV1-­‐7	
   5’-CACAGACTCTGACACATAAACACCTG-3’ CAV1	
  
CAV1-­‐8	
   5’-AAGTTGGGTGTGAGTGGATTTAAAG-3’ CAV1	
  
CAV1-­‐9	
   5’-GGATCTTAGATAAAGCTGGAAGG-3’ CAV1	
  
CAV1-­‐10	
   5’-CTAAGCCGAGTCGCTCTCGC-3’ CAV1	
  
CAV1-­‐11	
   5’- 	
  CAGGACCCGCAGGACCTCGGC-3’ CAV1	
  
CAV1-­‐12	
   5’-CTGCAGGGCGCGCCTGCCTC-3’ CAV1	
  
CAV1-­‐13	
   5’-GATCTCGCAGAGGACACCACAC-3’ CAV1	
  
CAV1-­‐14	
   5’-AGGACTAAAGACAAAGAAAATACG-3’ CAV1	
  

CAV1-­‐15/ERE3R*	
   5’-GAACTCCAACCTGAATGTGC-3’ CAV1	
  
CAV1-­‐ERE1F*	
   5’-TAAAGCTGGAAGGGATTACCGG-3’ CAV1	
  
CAV1-­‐ERE1R*	
   5’-CTTCTCCCGGACTCCCTAAG-3’ CAV1	
  
CAV1-­‐ERE2F*	
   5’-ACCCTAAACACCTCAACGAT-3’ CAV1	
  
CAV1-­‐ERE2R*	
   5’-CTGCCAGAGGAGAGCTGTCCCAG-3’ CAV1	
  
CAV1-­‐ERE3F*	
   5’-GGACACCTGCACTTAGATGT-3’ CAV1	
  
CAV1-­‐PolyAF*	
   5’- 	
  AGACATGTCTGTTCTACATAGATGCT-3’ CAV1	
  
CAV1-­‐PolyAR*	
   5’- 	
  CAGGCTTGTAACCTTTACAGGACATGCAT-3’ CAV1	
  
CAV1-­‐IntronF*	
   5’- 	
  AGGCACGGAGCACGTCATGA-3’ CAV1	
  
CAV1-­‐IntronRF*	
   5’- 	
  GCTTTGATGAATGCCACAGCAGAG-3’ CAV1	
  
CAV1-­‐RNAF	
   5’-GCCGCCCTCCCCGTCCTG-3’ CAV1	
  
CAV1-­‐RNAF	
   5’-GCCGCCCTCCCCGTCCTG-3’ CAV1	
  
CAV1-­‐RNAFB	
   5’-GGCCAACCGCGAGCAGAACAAA-3’ CAV1	
  
CAV1-­‐RNAR	
   5’-GAGGGCAGACAGCAAGCGGTAAAA-3 CAV1	
  

18S-­‐1	
   5’-GCGCTACACTGACTGGCTC-3’ 18S	
  
18S-­‐2	
   5’-CATCCAATCGGTAGTAGCGAC-3’ 18S	
  
ControlF	
   5’-	
  ACCGAGACCCCTCTTGCTCT -3’ TSHR	
  
ControlR	
   5’-	
  AGTTGCTAACAGTGATGAGAGGCT -3’ TSHR	
  

	
  
Supplementary Table S1. Complete list of DNA oligonucleotides used for PCR. 
On the left is shown the primer identification tag (ID); on the centre, the DNA 
sequence; on the right, the genes or loci corresponding to the specific primers. 
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Supplementary Figures  
 
Suppl. Figure 1S 
Statistical analysis of the data presented in Fig. 1C (A) and 1D (B).  
The diamond illustrates a sample mean and 95% confidence intervals, the 

mean line across the middle of each diamond represents the group mean, the 

horizontal size of the diamond is proportional to the sample size. Differences 

between groups were tested by ANOVA. 

 
Suppl. Figure 2S 
Statistical analysis of the data presented in Fig. 2C (A) and 2D (B).  
The diamond illustrates a sample mean and 95% confidence intervals, the 

mean line across the middle of each diamond represents the group mean, the 

horizontal size of the diamond is proportional to the sample size. Differences 

between groups were tested by ANOVA. 

 

Suppl. Figure 3S 
RAD21 binding to the BCL2 promoter-ERE and PolyA sites. 
ChIP was carried out as described in Materials and Methods, including the 

antibody used and RNAse H1 digestion. The data set corresponding are 

shown. 

 
Suppl. Figure 4S 
Statistical analysis of the data presented in Fig. 2E (A) and 2F (B). 
 The diamond illustrates a sample mean and 95% confidence intervals, the 

mean line across the middle of each diamond represents the group mean, the 

horizontal size of the diamond is proportional to the sample size. Differences 

between groups were tested by ANOVA. 

 
Suppl. Figure 5S 
Statistical analysis of the data presented in Fig. 4B (A) and 4D (B).  
The diamond illustrates a sample mean and 95% confidence intervals, the 

mean line across the middle of each diamond represents the group mean, the 
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horizontal size of the diamond is proportional to the sample size. Differences 

between groups were tested by ANOVA. 

 
Suppl. Figure 6S 
Statistical analysis of the data presented in Fig. 5C. 
The diamond illustrates a sample mean and 95% confidence intervals, the 

mean line across the middle of each diamond represents the group mean, the 

horizontal size of the diamond is proportional to the sample size. Differences 

between groups were tested by ANOVA. 
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