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[bookmark: _GoBack]Supplemental Table 1. Primer sequences used in the ESBL and carbapenemase gene PCR assays
	PCR protocol
	Primer 
	Primer sequence (5’ -> 3’)
	Amplicon size
	Reference

	ESBL Gene Multiplex
	blaTEM-F
blaTEM-R
	TCGCCGCATACACTATTCTCAGAATGA
ACGCTCACCGGCTCCAGATTTAT
	445 bp
	Monstein, et al. 16

	ESBL Gene Multiplex
	blaCTX-M-F
blaCTX-M-R
	ATGTGCAGYACCAGTAARGTKATGGC
TGGGTRAARTARGTSACCAGAAYCAGCGG
	593 bp
	Monstein, et al. 16

	ESBL Gene Multiplex
	blaSHV-F
blaSHV-R
	ATGCGTTATATTCGCCTGTG
TGCTTTGTTATTCGGGCCAA
	747 bp
	Monstein, et al. 16

	Carbapenemase Gene Multiplex
	blaOXA-48-F
blaOXA-48-R
	GCGTGGTTAAGGATGAACAC
CATCAAGTTCAACCCAACCG
	438 bp
	Poirel, et al. 17

	Carbapenemase Gene Multiplex
	blaNDM-F
blaNDM-R
	GGTTTGGCGATCTGGTTTTC
CGGAATGGCTCATCACGATC
	621 bp
	Poirel, et al. 17

	Carbapenemase Gene Multiplex
	blaKPC-F
blaKPC-R
	CGTCTAGTTCTGCTGTCTTG
CTTGTCATCCTTGTTAGGCG
	798 bp
	Poirel, et al. 17

	CTX-M Group-Specific Gene Multiplex
	CTX-M-Group 1-F
CTX-M-Group 1-R
	AAAAATCACTGCGCCAGTTC
AGCTTATTCATCGCCACGTT
	415 bp
	Woodford, et al. 19

	CTX-M Group-Specific Gene Multiplex
	CTX-M-Group 2-F
CTX-M-Group 2-R
	CGACGCTACCCCTGCTATT
CCAGCGTCAGATTTTTCAGG
	552 bp
	Woodford, et al. 19

	CTX-M Group-Specific Gene Multiplex
	CTX-M-Group 9-F
CTX-M-Group 9-R
	CAAAGAGAGTGCAACGGATG
ATTGGAAAGCGTTCATCACC
	205 bp
	Woodford, et al. 19

	CTX-M Group-Specific Gene Multiplex
	CTX-M-Group 8-F
CTX-M-Group 8-R
	TCGCGTTAAGCGGATGATGC
AACCCACGATGTGGGTAGC
	666 bp
	Woodford, et al. 19

	CTX-M Group-Specific Gene Multiplex
	CTX-M-Group 25-F
CTX-M-Group 25-R
	GCACGATGACATTCGGG
AACCCACGATGTGGGTAGC
	327 bp
	Woodford, et al. 19

	blaSHV gene
	Full_SHV-F
Full_SHV-R
	GCCCGGGTTATTCTTATTTGTCGC
TCTTTCCGATGCCGCCGCCAGTCA
	1017 bp
	Nuesch-Inderbinen, et al. 20

	blaCTX-M gene
	Full_CTX-M-1-F
Full_CTX-M-1-R
	GACTATTCATGTTGTTGTTATTTC
TTACAAACCGTTGGTGACG
	923 bp
	Mena et al. 21

	blaTEM gene 
	Full_TEM-F
Full_TEM-R
	TTCTTGAAGACGAAAGGGC
ACGCTCAGTGGAACGAAAAC
	1150 bp
	Brinas et al. 22

	blaOXA-48-type gene
	Full_OXA-48-F
Full_OXA-48-R
	TTGGTGGCATCGATTATCGG
GAGCACTTCTTTTGTGATGGC
	743 bp
	Poirel, et al 23



