Transposable elements contribute to fungal genes and impact fungal lifestyle
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Supplementary Figure S1. Schematic representation of the key steps of the analysis.
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Supplementary Figure S2. Neighbourhood assessment at TE-gene border. (A) If gene encodes no
specific TE-related protein domain and overlaps with detected TE, it becomes shortened in favour of
TE. (B) Otherwise, when the gene has a TE-related protein domain, TE is expanded to include the
gene. (C) If the gene contains an inner TE element (labelled 2), it is this element to be annotated as a
neighbour of the analyzed TE (labelled 1).
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Supplementary Figure S3. Distributions of frequencies of active TEs colocalizing with genes for

different fungal subphyla.
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Supplementary Table S1. Assembly list with annotations (xIs).

Supplementary Table S2. Protein domains either associated with transposon activity or related to
transposons (xIs).

Supplementary Table S3. List of protein domains enriched and depleted close to transposons (xIs).

Supplementary File S1. Python code in Jupyter notebook (html).



