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Figure S1. Time-dependent analysis of equilibrated systems during MD simulations of GLI3 peptide-bound βTrCP1. 

[image: E:\shagufta data\PHD data\F-Box project\6th module\gli family\Final manuscript\manuscript\Figure S1.tif]Figure S2. Ramachandran plot of GLI3 phosphopeptides (A) GLI3-β1, (B) GLI3-β2, (C) GLI3-β3, (D) GLI3-β4 and (E) GLI3-β1-4.
[image: E:\shagufta data\PHD data\F-Box project\6th module\gli family\Final manuscript\manuscript\Figure S2.tif]Figure S3. DSSP specific secondary structure assignment for 40 ns total simulation time. (A) GLI3-β1, (B) GLI3-β2, (C) GLI3-β3, (D) GLI3-β4 and (E) GLI3-β1-4.
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