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Fig. S1. Comparison of racial compositions between normal and over weight individuals without (A) and with (B) use of race-specific BMI cutoffs for determining over weight status. 
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Fig. S2. PCA analysis of microarray data before and after batch effect removal.
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Fig. S3. Scale-free topology properties of the generated coexpression network. 
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Fig. S4. Gene dendrogram and co-expression modules generated by WGCNA and labeled by colors.
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Fig. S5. Signal (gene expression level) distributions of microarray data for all individuals after preprocessing
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Fig. S6. Major principal components of microarray data are not associated with gender, race or age.
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Table S1. Microarray data are not significantly associated with gender, race or age by ANOVA.
	Variable
	P-value of F test

	
	PC1
	PC2
	PC3

	Gender
	0.948
	0.605
	<2.2×10-16

	Race
	0.539
	0.319
	0.124

	Age
	0.652
	0.493
	0.134



























Fig. S7. Power versus sample size based on 20 randomly selected samples.
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Fig. S8. First and second components of microarray data are not associated with weight status.
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Fig. S9. Volcano plot to visualize significance versus fold-change following the DE analysis
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Fig. S10. Three DE genes of this study were found to be differentially expressed in external microarray datasets related to weight traits.
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