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library(readxl)
library(MatchIt)
library(dplyr)

setwd("~/offpump")

dataOR <- read_xlsx("offpump.xlsx")

# Get only variables needed for propensity score matching
# Other variables may have missing values so we don't need to do unnecessary imputation 
dataSKR <- data.frame(dataOR$rbr, dataOR$pol, dataOR$god, dataOR$DM, dataOR$HBI, dataOR$EF, dataOR$OFF_ON)
colnames(dataSKR) <- c("rbr","pol","god","DM","HBI","EF","OFF_ON")

# Propensity Matching -----------------------------------------------------
match1 <- matchit(OFF_ON~god+DM+HBI+EF, data=dataSKR, exact=c("pol"), method="nearest", caliper=0.2)
match1.data <- match.data(match1)

# Pooled PSM --------------------------------------------------------------
PSM.pool.1 <- dataSKR
PSM.pool.1$PScore <- match1$distance

PSM.poolmatch.1 <- matchit(OFF_ON~god+DM+HBI+EF, data=PSM.pool.1, exact=c("pol"), method="nearest", distance=PSM.pool.1$PScore)
PSM.matchonly.1 <- match.data (PSM.poolmatch.1)

PSM.matchonly.1$matched <- TRUE
PSM.result <- full_join(PSM.pool.1,PSM.matchonly.1)
PSM.result$matched[is.na(PSM.result$matched)]<- FALSE

dataOUT <- dataOR
dataOUT$PScore <- PSM.result$PScore
dataOUT$matched <- PSM.result$matched

write.csv(dataOUT,file="output.csv",na="")

