Genome-scale metabolic model of the rat liver predicts effects of diet restriction 
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Supplementary materials
Data S1: iRatLiver model in mat format

Data S2: The rat liver model is available as SBML format

Data S3: Supplementary Tables S1 through S6
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Supplementary figure 1. Overview of the iRatLiver GEM. (A) A comparison of the reaction content between iRatLiver and the human liver model16. (B) A comparison of the model and gene content between iRatLiver and the global rat metabolic reconstruction iRno30.
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