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Table 1: Number of links in all models from Stevens et al. [1] with condition |GLN| > 0.7

cells models
1 2 3 4 5 6 7 &8 9 10

20 18 20 21 19 18 20 19 19 19
7T 7T 6 8 8 6 7 7 8 5
25 24 27 26 31 33 27 28 26 28
1212 11 15 12 14 12 12 11 12
21 17 19 15 18 21 18 20 19 15
15 14 12 10 11 11 12 15 14 13
313 9 12 9 7 10 9 7 8
14 12 11 15 13 14 13 13 14 11
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Table 2: Number of links in all models from Stevens et al. [1] with condition |GLN| > 1.5

cells models

1 2 3 4 5 6 7 8 9 10
1 7T 6 8 7 4 6 8 5 6 5
2 O 00 1.1 0 0 2 1 1
3 10 9 11 10 12 14 11 12 12 10
4 21 1 1 1 1 1 1 1 2
5 3 2 3 3 3 4 3 3 3 2
6 0o 1 1 1 0 1 1 2 0 O
7 1 2 0 1 1 0 1 1 2 1
8 4 4 4 4 3 2 4 4 4 4
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Figure 1: RMSD (top) from simulations, (middle) for models with model no. 1 as a reference structure,
and (bottom) for models compared with the average structure.
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