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[bookmark: _Hlk3841429]Figure S1 Variations in seed size and weight traits in the two parents. The x-axis shows the castor bean varieties ZB107 and ZB306. The y-axis shows the phenotypic variation of SL (seed length), SW (seed width), ST (seed thickness), SSW (single seed weight). Values are reported as mean ± SD (n =10), ** P< 0.01, *** P< 0.001, **** P< 0.0001 (Student’s test).
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Figure S2 KEGG pathway annotation of the genes related seed size and weight traits.
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[bookmark: OLE_LINK87][bookmark: OLE_LINK88][bookmark: _GoBack]Figure S3 Venn diagrams of candidate genes located in the traits of SL, SW, ST and SSW.
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