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Supplemental Fig. 1. Expression patterns of androgen receptor (AR) in TNBC cell lines. (A) Western blot analysis of AR 
protein levels in indicated cell lines. (B) Relative AR mRNA levels as determined by qPCR. (C) Detection of AR in each cell 
using immunohistochemistry. AR and nuclei were labeled with FITC (green) and DAPI (blue), respectively. Error bars 
represented standard error of the mean (SEM).
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Supplemental Fig. 2. Cytotoxic assay with enzalutamide, JQ1 and combination (A) MDA-MB-468 and (B) BT-20 cell lines.
Enzalutamide (upper), JQ1 (middle), and combination (lower).
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Supplemental Fig. 3. The effects of ATAD2, BRD2, BRD4, and MYC abrogation by siRNAs on cell viability. Error bars 
represent mean±SE (n=3)


