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Supplementary Figure Legends 

Figure S1. MCG promotes mϕheal polarization of wound macrophage in the healing phase. 

D7 wound macrophages (CD11b+) were harvested from MCG treated PVA sponges 

subcutaneously implanted in C57BL/6 mice. The cells were immune-stained using PE 

conjugated mϕinf/mϕheal markers and co-immunostained with FITC conjugated F4/80 and 

subjected to flow cytometry analysis. (A-F) Quantitative analysis of the expression (mean 

fluorescence intensity, MFI) is expressed as bar graphs for individual mϕinf/mϕheal markers. Data 

are mean ± SEM (n = 6); *p < 0.05 compared to macrophages harvested from untreated PVA 

sponges.  

Figure S2. MCG induced IL-10, IL-4 & VEGF release by murine wound macrophages. (A-

C) d7 wound macrophages (CD11b+) were treated with MCG ex vivo (100 mg/ml; 24h) and 

subjected to ELISA for (A) IL-10, (B) IL-4 and (C) VEGF. Data are mean ± SEM (n = 3-6); 

*p < 0.05 compared to untreated macrophages.  

Figure S3. (A) miR-21 expression in miR-000–zip or miR-21–zip cells. Data are mean ± SEM 

(n = 4); *p< 0.05 compared with miR-000–zip cells. (B) miR-21 expression in miRIDIAN hsa–

miR-21 mimic or control mimic transfected cells. Data are mean ± SEM (n = 4); *p< 0.05 

compared with macrophages transfected with control mimic. (C) Fluorescence microscopy 

images of c-Jun protein expression in THP-1 following knockdown of si cJun. Counterstaining 

was performed using DAPI (blue, nuclear). Bar graph presents quantitation of cJun. Data are 

mean ± SEM (n = 5-6); *p< 0.05. 
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