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FigureS1: Linkage (LD) of single i (SNP) located between 54 and 56 Mb on Sus scrof: (SSC) 12 that were
backtest results; modified after Ponsuksili et al.; 2015; Sci Rep.; 5: 16264.
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Level of LD between loci indicated by color as depicted in the key. LD block 4 between 55 and 56 Mb was the largest block, harboring the six markers used for calculation of haplotype association (depicted with
ared frame

Supplementary Figure 1.

Linkage disequilibrium of SNPs located between 54 and 56 Mb on SSC12 that were significantly
associated with backtest traits.



