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Supplementary Table 3. Genes differentially expressed between ever and never smokers in the present study (IT) and in the studies of 

Bosse et al. 2012 (Laval, GRN and UBC datasets) and Landi et al. 2008 (Landi). Data are sorted by log2FC for IT. 

Gene symbol Gene name Chr. 
Log2FC 

IT Laval GRN UBC Landi 

KMO kynurenine 3-monooxygenase 1 0.65 0.91 0.77 0.64 0.76 

CD1A CD1a molecule 1 0.95 2.48 1.09 1.61 0.65 

SPINK5 serine peptidase inhibitor, Kazal type 5 5 1.08 1.44 0.90 0.76 0.63 

TREM2 triggering receptor expressed on myeloid cells 2 6 1.11 1.74 1.11 0.80 0.70 

CYBB cytochrome b-245 beta chain X 1.17 1.09 0.87 0.61 0.88 

DNASE2B deoxyribonuclease 2 beta 1 1.35 2.11 1.64 1.32 0.76 

FGG fibrinogen gamma chain 4 4.99 3.25 1.71 1.38 2.44 

 

FC, fold change (ratio of expression level in ever to never smokers) 

 


