Tumor Infiltrating Lymphocytes and Macrophages Improve Survival in Microsatellite Unstable Colorectal Cancer
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Supplementary Figure S1- Kaplan-Meier (KM) Curves of Overall Survival (OS) comparing high vs. low expression of DNA repair genes: a) ATM, b) PMS2, c) MLH3, d) MLH1, e) ATR and f) PMS1. 
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Supplementary Table 1- Gene Sets Enrichment Analysis (GSEA) including 15 available immune-response related gene sets, which were significantly upregulated in the MSI-H CRC tumors. ES- enrichment score; NES- normalized enrichment score; NOM p-value- normalized p-value; FDR- false discovery rate. 
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Supplementary Table 1- GSEA analysis by MSI status

Gene set name ES NES NOM p-value  FDR g-value
CELLULAR DEFENSE RESPONSE 0.7374877 1.549159 0.023255814  0.23632616
IMMUNE RESPONSE 0.586242 1.391332 0.12273642 0.524988

DEFENSE RESPONSE 0.56224865  1.3653938 0.12577319 0.40725458
IMMUNE SYSTEM PROCESS 0.5518586 1.3539476 0.15337424 0.32348448
T CELL ACTIVATION 0.6453366 1.3495977 0.16322315 0.26666376
LEUKOCYTE ACTIVATION 0.5664117 1.2942469 0.21301775 0.30688396
INFLAMMATORY RESPONSE 0.52648634  1.2598909 0.2166998 0.31425473
REGULATION OF IMMUNE SYSTEM PROCESS 0.5365141 1.2593147 0.22661123 0.27582037
HUMORAL IMMUNE RESPONSE 0.58852804  1.2397288 0.23395444 0.26640388
POSITIVE REGULATION OF IMMUNE SYSTEM PROCESS 0.47794953  1.1412617 0.32908705 0.34860933
RESPONSE TO WOUNDING 0.40604967  1.0221329 0.45188284 0.45724076
INNATE IMMUNE RESPONSE 0.45863232  0.9854346 0.5112613 0.46467727
CYTOKINE BIOSYNTHETIC PROCESS 0.4093561  0.91158897 0.5904366 0.51742893
POSITIVE REGULATION OF CYTOKINE BIOSYNTHETIC_PROCESS 0.4425045  0.89741665 0.5862745 0.49774557
REGULATION OF RESPONSE TO EXTERNAL STIMULUS 0.3808605 0.79882795  0.73730683 0.5839668

ES, enrichment score; NES, normalized enrichment score; NOM p-value, normalized p-value; FDR, false discovery rate




