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Supplementary Figure S1. Receiver operating characteristic (ROC) curve for GC 

prediction using two linear combinations of the four bacterial species. An analysis using 

two linear combinations of four bacterial species showed 79.7% sensitivity and 67.1% 

specificity. The AUC was 77.7% indicating that there is a 77.7% chance that the model will 

be able to distinguish between positive and negative classes. The best cutoff point was chosen 

as 0.492 in order to find a balance between sensitivity and specificity. 

 


