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[bookmark: _GoBack]Supplementary Table 2. Haplotype association analysis for erosive disease in RA patients stratified by RF.

	ESR1
	rs1801132
	rs2071454
	rs2077647
	rs2234693
	rs2881766
	rs3798577
	rs827421
	rs851984
	rs910416
	rs9340799
	Freq
	RA patients

(n=816)

OR (95% CI)
	P
	Freq
	RF+patients

(n=571)

OR (95% CI)
	P
	Freq
	RF- patients

(n=238)

OR (95% CI)
	P

	1
	C
	T
	A
	T
	T
	C
	T
	C
	C
	A
	0.0872
	1.00
	---
	0.0822
	1.00
	---
	0.0996
	1.00
	---

	2
	C
	T
	G
	C
	T
	T
	C
	C
	T
	G
	0.0680
	0.42 (0.17 - 1.06)
	0.065
	0.0750
	0.54 (0.20 - 1.50)
	0.24
	0.0358
	0.77 (0.12 - 5.01)
	0.78

	3
	C
	T
	A
	T
	T
	T
	T
	C
	C
	A
	0.0462
	0.36 (0.11 - 1.20)
	0.096
	0.0537
	1.69 (0.32 - 8.86)
	0.53
	0.0115
	0.09 (0.00 - 1.73)
	0.11

	4
	C
	T
	G
	C
	T
	C
	C
	C
	C
	G
	0.0434
	0.82 (0.24 - 2.78)
	0.74
	0.0457
	0.89 (0.23 - 3.36)
	0.86
	0.0331
	0.86 (0.08 - 9.47)
	0.9

	5
	C
	T
	A
	T
	T
	T
	T
	C
	T
	A
	0.0432
	0.25 (0.09 - 0.71)
	0.0094
	0.0449
	0.10 (0.03 - 0.40)
	0.001
	0.0421
	0.40 (0.07 - 2.36)
	0.32

	6
	G
	T
	A
	T
	T
	T
	T
	C
	T
	A
	0.0405
	0.58 (0.21 - 1.62)
	0.3
	0.0367
	0.75 (0.19 - 3.00)
	0.69
	0.0324
	0.48 (0.10 - 2.27)
	0.35

	7
	C
	T
	A
	T
	T
	T
	T
	T
	T
	A
	0.0362
	0.41 (0.13 - 1.26)
	0.12
	0.0420
	0.32 (0.08 - 1.33)
	0.12
	0.0501
	3.78 (0.51 - 28.1)
	0.2

	8
	C
	T
	G
	C
	T
	T
	C
	T
	T
	G
	0.0349
	1.35 (0.32 - 5.68)
	0.68
	0.0421
	0.59 (0.17 - 2.07)
	0.41
	0.0123
	0.06 (0.00 - 2.91)
	0.16

	9
	C
	T
	A
	T
	T
	T
	T
	T
	C
	A
	0.0324
	3.92 (0.48 - 32.0)
	0.2
	0.0304
	0.82 (0.12 - 5.42)
	0.83
	0.0313
	0.23 (0.03 - 1.74)
	0.16

	10
	C
	T
	A
	T
	T
	C
	T
	T
	C
	A
	0.0301
	0.12 (0.03 - 0.47)
	0.0021
	0.0271
	1.04 (0.16 - 6.62)
	0.96
	0.0398
	0.02 (0.00 - 0.24)
	0.0033

	11
	C
	T
	G
	C
	T
	T
	C
	T
	C
	G
	0.0283
	0.21 (0.07 - 0.70)
	0.011
	0.0299
	0.23 (0.06 - 0.88)
	0.033
	0.0244
	4.16 (0.27 - 63.2)
	0.31

	12
	C
	T
	A
	T
	T
	C
	T
	T
	T
	A
	0.0262
	4.43 (0.48 - 40.8)
	0.19
	0.0187
	na (na-na)
	na
	0.0218
	na (na-na)
	na

	13
	C
	T
	A
	T
	G
	T
	T
	C
	T
	A
	0.0248
	0.69 (0.22 - 2.13)
	0.52
	0.0278
	0.49 (0.13 - 1.83)
	0.29
	---
	na (na-na)
	na

	14
	C
	T
	G
	C
	T
	C
	C
	T
	C
	G
	0.0238
	1.03 (0.26 - 4.03)
	0.97
	0.0229
	0.24 (0.05 - 1.08)
	0.064
	---
	na (na-na)
	na

	15
	C
	G
	G
	C
	G
	C
	C
	C
	T
	A
	0.0212
	0.95 (0.27 - 3.31)
	0.93
	0.0252
	1.06 (0.25 - 4.44)
	0.94
	---
	na (na-na)
	na

	16
	C
	T
	G
	C
	T
	T
	C
	C
	C
	G
	0.0210
	1.10 (0.16 - 7.51)
	0.92
	0.0161
	1.49 (0.06 - 34.3)
	0.80
	0.0541
	0.74 (0.16 - 3.40)
	0.7

	17
	C
	T
	A
	T
	T
	C
	T
	C
	T
	A
	0.0190
	0.34 (0.05 - 2.19)
	0.26
	0.0281
	0.18 (0.04 - 0.82)
	0.026
	0.0179
	0.35 (0.01 - 11.36)
	0.56

	19
	G
	T
	G
	C
	T
	C
	C
	C
	C
	G
	0.0162
	0.26 (0.07 - 1.01)
	0.052
	---
	na (na-na)
	na
	---
	na (na-na)
	na

	18
	C
	T
	G
	C
	T
	C
	C
	T
	T
	G
	0.0152
	0.15 (0.03 - 0.81)
	0.027
	---
	na (na-na)
	na
	0.0348
	0.86 (0.11 - 6.89)
	0.89

	20
	G
	T
	A
	T
	T
	C
	T
	T
	C
	A
	0.0147
	0.14 (0.03 - 0.75)
	0.022
	0.0196
	0.12 (0.02 - 0.60)
	0.010
	0.0157
	0.38 (0.03 - 4.93)
	0.46

	21
	G
	T
	A
	T
	T
	C
	T
	C
	T
	A
	0.0130
	0.07 (0.01 - 0.38)
	0.0023
	---
	na (na-na)
	na
	0.0259
	0.24 (0.04 - 1.36)
	0.11

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	CYP2C9
	  rs1057910
	  rs1799853
	99999
	
	
	
	
	
	
	
	Freq
	RA patients

(n=816)

OR (95% CI)
	P
	Freq
	RF+patients

(n=571)

OR (95% CI)
	P
	Freq
	RF- patients

(n=238)

OR (95% CI)
	P

	1
	A
	C
	
	
	
	
	
	
	
	
	0.7742
	1.00
	---
	0.7755
	1.00
	---
	0.7644
	1.00
	---

	2
	A
	T
	
	
	
	
	
	
	
	
	0.1660
	0.72 (0.54 - 0.96)
	0.024
	0.1706
	0.61 (0.43 - 0.88)
	0.0075
	0.1597
	0.87 (0.53 - 1.42)
	0.57

	3
	C
	C
	
	
	
	
	
	
	
	
	0.0593
	1.48 (0.89 - 2.45)
	0.13
	0.053
	2.09 (0.96 - 4.56)
	0.063
	0.0759
	1.21 (0.60 - 2.44)
	0.6

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	ESR2
	rs1255998
	rs1271572
	rs4986938
	rs928554
	
	
	
	
	
	
	Freq
	RA patients

(n=816)

OR (95% CI)
	P
	Freq
	RF+ patients

(n=571)

OR (95% CI)
	P
	Freq
	RF- patients

(n=238)

OR (95% CI)
	P

	1
	C
	T
	C
	G
	
	
	
	
	
	
	0.3665
	1.00
	---
	0.3702
	1.00
	---
	0.3562
	1.00
	---

	2
	C
	G
	T
	A
	
	
	
	
	
	
	0.3638
	1.30 (1.01 - 1.68)
	0.042
	0.3636
	1.63 (1.20 - 2.25)
	0.0051
	0.3667
	0.93 (0.62-1.40)
	0.99

	3
	G
	G
	C
	A
	
	
	
	
	
	
	0.1342
	1.12 (0.80 - 1.57)
	0.52
	0.1294
	1.39 (0.90 - 2.16)
	0.14
	0.1436
	0.80 (0.46-1.40)
	0.53

	4
	C
	G
	C
	A
	
	
	
	
	
	
	0.0658
	1.65 (0.95 - 2.85)
	0.074
	0.0728
	2.05 (1.02 - 4.12)
	0.043
	0.0510
	0.94 (0.36-2.50)
	0.98

	5
	C
	G
	C
	G
	
	
	
	
	
	
	0.0187
	1.26 (0.52 - 3.03)
	0.61
	0.0169
	0.95 (0.30 - 3.04)
	0.93
	0.0223
	1.29 (0.34-4.90)
	0.63

	6
	C
	T
	T
	A
	
	
	
	
	
	
	0.0186
	1.09 (0.42 - 2.86)
	0.86
	0.0198
	1.11 (0.34 - 3.69)
	0.86
	0.0141
	0.72 (0.11-4.80)
	0.84

	7
	C
	T
	C
	A
	
	
	
	
	
	
	0.0185
	0.80 (0.34 - 1.93)
	0.63
	0.0114
	0.53 (0.12 - 2.33)
	0.4
	0.0338
	1.10 (0.37-3.20)
	0.78


† Estimates calculated according to a dominant model and adjusted for age, sex and country of origin. 
  Minimum haplotype frequency was set at 0.01. P<0.05 in bold. 
