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Supplementary Table 3. ESR2 polymorphisms are ESR2 eQTLs

	ESR2 dbSNPs
	Position
	Reference Allele
	Alternative
Allele
	Tissue
	Normalized Effect Size
	ESR2 expression P-value

	rs1271572
	Near gene
	A
	G
	Skin (sun exposed and unexposed)
	Negative
	8.32e-23 / 2.6e-25 / 3.8e-9

	
	
	A
	G
	Lymphoblastoid_EUR_exonlevel
	Negative
	3.47e-10

	
	
	A
	G
	Muscle Skeletal
	Negative
	6.60e-6

	
	
	A
	G
	Nerve Tibial
	Negative
	2.60e-5

	
	
	A
	G
	Whole blood
	Negative
	1.98e-06 / 3.1e-9

	rs928554
	3’-UTR
	C
	T
	Skin (sun exposed and unexposed)
	Negative
	4.08e-31 / 2.4e-41 / 9.5e-15

	
	
	C
	T
	Lymphoblastoid_EUR_exonlevel
	Negative
	8.90e-15

	
	
	C
	T
	Muscle Skeletal
	Negative
	6.90e-8

	
	
	C
	T
	Nerve Tibial
	Negative
	3.70e-6

	
	
	C
	T
	Thyroid
	Negative
	4.5e-7

	
	
	C
	T
	Lung
	Negative
	8.20e-7

	
	
	C
	T
	Whole blood
	Negative
	9.75e-08

	rs4986938
	3’-UTR
	C
	T
	Skin (sun exposed)
	Negative
	3.85e-08 / 5.6e-13

	
	
	C
	T
	Nerve Tibial
	Negative
	5.60e-8

	rs1255998
	
	C
	T
	Lymphoblastoid_EUR_exonlevel
	Negative
	5.03e-06

	
	
	
	
	
	
	


Data extracted from GTEx portal (https://www.gtexportal.org/home/) and/or haploreg (http://archive.broadinstitute.org/mammals/haploreg/haploreg.php).
A negative effect size indicate that the tested allele is associated with a decreased mRNA expression of the gene. 
